
IMGVR_UViG_3300008273_000005|3300008273|Ga0114250_100158 18083:31910(+)
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SRS149184_a1_ct12563 18134:32591(+)
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IMGVR_UViG_7000000480_000188|7000000480|SRS015209_WUGC_scaffold_9504|4946-47882 18767:32937(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0032)
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IMGVR_UViG_3300007924_000187|3300007924|Ga0113552_100167|12474-55410 18767:32937(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0032)
33 34 35

transcriptional repressor (CDS_0036)
Retron_VI__HTH (CDS_0037)
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IMGVR_UViG_3300007979_000164|3300007979|Ga0114002_100028|50998-103532 18772:42811(+)
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AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0035)
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IMGVR_UViG_7000000511_000176|7000000511|SRS018591_WUGC_scaffold_38510|51292-103371 18772:42356(+)
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AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0035)

36 37 38 39 40 41
DNA helicase (CDS_0042)
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IMGVR_UViG_3300007220_000024|3300007220|Ga0104054_100394 18157:35359(+)

29 303132 33
integrase (CDS_0034)

35 36

excisionase (CDS_0037)
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IMGVR_UViG_3300007314_000229|3300007314|Ga0104968_100109|14781-60882 19808:33270(+)

32 35
endolysin (CDS_0036)
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TemPhD_cluster_48653_ 18093:33647(+)

integrase (CDS_0032)
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transcriptional repressor (CDS_0040)
Retron_VI__HTH (CDS_0041)
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transcriptional repressor (CDS_0043)
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IMGVR_UViG_3300007295_000283|3300007295|Ga0104867_1000060|6022-46889 18247:28836(+)

25 27 32 3334 35 transcriptional repressor (CDS_0036)

IMGVR_UViG_3300019854_000027|3300019854|Ga0206370_1177 18213:24961(+)

CDS_0030
transposase (CDS_0031)

9000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
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