
IMGVR_UViG_3300006328_000103|3300006328|Ga0099580_101159 3:5620(+)

CDS_0001
CDS_0002 AbiD__AbiD (CDS_0003)

CDS_0004
CDS_0005

transcriptional regulator (CDS_0006)
Rha-like transcriptional regulator (CDS_0007)

CDS_0008

IMGVR_UViG_3300007065_000045|3300007065|Ga0102727_100359 3:5737(+)

ABC transporter (CDS_0001)

IMGVR_UViG_3300008489_000064|3300008489|Ga0111007_100805 6886:13498(-)

PspA (VF0152) (CDS_0020)

IMGVR_UViG_3300008364_000078|3300008364|Ga0114890_100537 146:12679(+)

DNA polymerase (CDS_0001) CDS_0002 CDS_0003

IMGVR_UViG_3300008636_000174|3300008636|Ga0111420_100729|2232-15299 885:6833(+)

AbiD__AbiD (CDS_0003) CDS_0009 CDS_0010

IMGVR_UViG_3300007566_000355|3300007566|Ga0104970_1001015|4429-16873 6497:12445(-)

AbiD__AbiD (CDS_0018)

IMGVR_UViG_3300007995_000018|3300007995|Ga0111049_100252 5921:12092(-)

CDS_0018
AbiD__AbiD (CDS_0019)

IMGVR_UViG_3300007724_000193|3300007724|Ga0105680_101349 7483:14479(-)

DNA binding protein (CDS_0018)DNA helicase (CDS_0020)FbpABC (VF0272) (CDS_0022)CDS_0023

SRS014684_a1_ct13503_vs1 3:6848(+)

CDS_0001
FbpABC (VF0272) (CDS_0002)

IMGVR_UViG_3300007339_000087|3300007339|Ga0104971_100841 1:5750(+)

CDS_0001

IMGVR_UViG_3300008147_000210|3300008147|Ga0114367_101034 9607:15407(-)

CDS_0023

IMGVR_UViG_3300006302_000054|3300006302|Ga0099621_100346 8273:14429(-)

SoFic__SoFic (CDS_0020)
FbpABC (VF0272) (CDS_0022)

CDS_0023

IMGVR_UViG_3300007347_000029|3300007347|Ga0104340_100607 5984:14539(-)

CDS_0017FbpABC (VF0272) (CDS_0019)CDS_0020CDS_0021

5000 nt
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