57 DNA polymerase | (CDS_0061) 64 67 70 72 80 84
5658 59 60 62 63| 65 66]6869]71] 73 74 75 76 77 787981 82  83]85

MGV-GENOME-0342939 47148:66418(+)

66
56 60 61 63 64 65167 69 71

MGV-GENOME-0336144 46067:60477(+)

69
64 67 72 7476
DNA polymerase | (CDS_0061) 62 63| 65 66687071] 73 [75] 77 78

MGV-GENOME-0338531 46480:61864(+)

UvsX-like recombinase (CDS_0062) 69
64 6770 7274
DNA polymerase (CDS_0061) 63] 65 6668]71 73] 75

i%

uvig_184938 45896:61948(+)

6365 71 7375
61 62 |64 66 6768 6970] 72 [74] 76

MGV-GENOME-0338853 44810:62098(+)

62 65 70 7274
DNA polymerase (CDS_0059) 60 61 63 64[6667 68 69] 71 [73] 75

uvig 300704 43404:59476(+)

69
65 68
DNA polymerase (CDS 0062) 63 64] 66 67|70 71

MGV-GENOME-4429495 47225:60589(+)

DNA methyltransferase (CDS_0076)
68 73 Virulence-associated proteins (VF0679) (CDS_0080)
64 67 70 72 78 82 84
DNA polymerase | (CDS 0061) 62 63| 65 64697174 75 77179 | 8183 85

i%

MGV-GENOME-0346308 47155:68264(+)

ABC transporter (VF0818) (CDS_0062)
ABC transporter (VF0818) (CDS_0063)
transposase (CDS_0065) 68 70
64 66 67 69[ 71

60 61

%
.

uvig 480557 45958:62702(+)

transposase (CDS_0061) 64 66
60 62 63165] 67

!ﬁ

MGV-GENOME-0339850 45958:57130(+)

exonuclease (CDS_0092)
pyrophosphatase (CDS_0073) 83 cas12f2_V-F_2 (CDS_0096)
65 6870 72| 75 78 80 82 85 87 94
DNA polymerase (CDS_0062) 63 64| 66 67]69]71] | 74/7677] 79 [817] |84]86] 88 89 90 91 93 |95 97 98

i%

uvig_224868 46120:74376(+)

10000 nt 1
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