integrase (CDS_0059)
48 49 50 51 52 53 5455 56 57 58 60 61 62 transcriptional regulator (CDS_0063)

uvig_489905_ 34592:43354(+)
50 52 55 56 57 58 59

|
|
|
i x
|
i

uvig_285941 35003:44052(+)
5758 59 60 61

IMGVR_UViG_3300014752 _000085|3300014752|Ga0169821_100006|70265-125825 35547:42207(+)

57 58 59 60 61

SAMEA2580233 al ct28450 vs1 35547; 43206(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (CDS_0068)
57 58 5960 61 62 6364 65 66 67 69 7071

I
uvig 538575 34837:50247(+)
57 58 596061 62 63

Y ——— ——
uvig_320049 352183:51797(+)

Lar-like restriction alleviation protein (CDS_0055)
56 575859 60 61 62 66 67 transcriptional regulator (CDS_0068)

uvwg 494682 34734: 43935( )
6000 nt 1

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover transcription regulation unknown function AMR
I




