holin (CDS_0028)
tail length tape measure protein (CDS_0014) 29
15 16 17 18 1920 21 2223 24 25 26 27 T303132 3334 35 36

|
;

IMGVR_UViG_3300029132_000212|3300029132|Ga0168796_100519(1-36749 9126:24669(+)

holin (CDS_0027)
endolysin (CDS_0026)
1920 21 2223 24 25 | 28 2930

IMGVR_UViG_3300045988_169640|3300045988|Ga0495776_176128 9126:25994(+)
19 2021 22 23 24 25 26 27 28 29 holin (CDS_0030)

IMGVR_UViG_3300029133_000343|3300029133|Ga0168787_100021]99198-135841 9135:25153(+)
19 2021 22 2324

MGV-GENOME-0246227 9126:21391(+)

CDS_0019
CDS 0013 CDS_0018 | CDS_0020

MGV-GENOME-0261210 8883:18556(+)
CDS_0018

MGV GENOME-0247568 8883:17576(+)

endolysin (CDS_0025)
23 holin (CDS_0026)
1920 21 22 [24 | [ 27

IMGVR_UViG_3300029770_000310|3300029770|Ga0168716_100466[22942-58815 9139:23796(+)

endolysin (CDS_0025)
23
19 20 21 22 T24 holin (CDS_0026)

|
)

MGV-GENOME-0282785 9139:22812(+)

endolysin (CDS_0025)  LPS(VF0085) (CDS_0028)
23 holin (CDS_0026) MntABC (VF0455) (CDS_0029)
19 2021 22 [24 | 27 | 30 31 32 3334

i

SAMEA2737697_b1_ct78_vs2 9139:31155(+)

8000 nt 1

lysis tail unknown function Virulence
—




