single strand DNA binding protein (CDS_0035)
Erf-like ssDNA annealing protein (CDS_0034)  thymidylate synthase (CDS_0039)
nucleotide kinase (CDS_0038)
endonuclease (CDS_0033) CDS_0037 CDS_0043
| DNA polymerase (CDS_0036) CDS_0040 DNA primase (CDS_0041) CDS_0042 CDS_0044

I I D o — {0

uvig 20693 26315:35187(+)

CDS_0039 terminase large subunit (CDS_0001)
[ I U ) D —L 1T {0 )
MGV-GENOME-0240115 26371:1683(+)
CDS_0041 CDS_0042 HNH endonuclease (CDS_0046)
[ I ' ) D —L {1 )

uvig 338267 27346:1683(+)

CDS_0028
CDS_0027
CDS_(EZ‘: single strand DNA binding protein (CDS_0029) CDS_0034

EBO—I0A D D —{D{0

uvig 9385 22931:31798(+)

nucleotide kinase (CDS_0041) CDS_0042 HNH endonuclease (CDS_0044) CDS_0048

| LA O — OO

uvig 245184 33397:41175(+)

DNA methyltransferase (CDS_0044) CDS_0045

L 0A ) — DD NS

Kang_ 0021_STOO3_A_NODE_44 length_37726_cov_379.640254 29231:37724(+)

CDS_0043 CDS_0047 CDS_0048

| U — OO

uvig_149525 33391:40106(+)

} 4000 nt i

DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function



