CDS_0039 DNA methyltransferase (CDS_0048)
CDS_0041 CDS_0044 CDS_0047 CDS_0050
CDS_0038 CDS_0040 CDS_0042 CDS_0043 T CDS_0045 CDS_OO4ZF \ CDS_0049 CDS_0051CDS_0052 DNA primase/helicase (CDS_0053)

IMGVR_UViG_3300045988_040248|3300045988|Ga0495776_159021 28686:39903(+)

Druantia_ll_DruM (CDS_0032) CDS_0039
CDS_0031 CDS_0034 CDS_0038
CDS_0030 CDS_0033 CDS 0037 | | cDS 0040

i+

MGV-GENOME-0291334 23188:34009(+)

CDS_0049 CDS_0052
CDS_0045 CDS_0048 CDS 0050 | CDS 0053 CDS_0057

IMGVR_UViG_3300045988_038957|3300045988|Ga0495776_134249 28456:41323(+)

CDS_0048
CDS_0047 | CDS_0049

MGV-GENOME-0310474 29101:38595(+)
CDS_0036

MGV-GENOME-0284190 22310:31749(+)
CDS_0045 CDS_0046

IMGVR_UViG_3300045988_051816|3300045988|Ga0495776_177647 28480:37973(+)
CDS_0046

IMGVR_UViG_3300045988_029513|3300045988|Ga0495776_159298 27846:37285(+)
CDS_0045 CDS_0048

IMGVR_UViG_3300045988_027384|3300045988|Ga0495776_158964 26735:36241(+)
CDS_0042 CDS_0047

MGV-GENOME-0310668 29299:38728(+)
CDS_0042 CDS_0047

MGV-GENOME-0309985 29267:38711(+)
CDS_0039 CDS_0046  CDS_0047

IMGVR _UViG_2846161197_000008(2846161197|2846161252|18420-67883 28481:37974(+)
€DS_0035 CDS.0042  CDS.0043

IMGVR_UViG_3300045988_047279|3300045988|Ga0495776_147055 26553:36040(+)
CDS_0041 CDS_0042

IMGVR_UViG_3300045988_030236|3300045988|Ga0495776_178716 26260:34742(+)
CDS_0039 CDS_0046

MGV-GENOME-0309423 29000:38436(+)
CDS_0032 CDS_0040

IMGVR_UViG_3300045988_014937|3300045988|Ga0495776_188701 25072:33002(+)
CDS_0033

MGV-GENOME-0300610 21938:29662(+)
CDS_0047

IMGVR_UViG_3300045988_040559|3300045988|Ga0495776_047227 28937:38297(+)
Druantia_ll_DruM (CDS_0043) CDS_0046 CDS_0047

IMGVR_UViG_3300045988_045275|3300045988|Ga0495776_164306 29176:38840(+)
CDS_0044

i

IMGVR_UViG_3300007501_000267|3300007501|Ga0104994_100056|39007-88476 28326:37944(+)
CDS_0055 CDS_0056

uvig 243764 43918:51694(+)
CDS_0045

IMGVR_UViG_3300045988_026598|3300045988|Ga0495776_028477 28917:37842(+)
CDS_0046  CDS_0047

IMGVR_UViG_3300029881_000410|3300029881|Ga0245307_1000300|30240-81347 30240:39660(+)
CDS_0046

IMGVR_UViG_3300045988_035021|3300045988|Ga0495776_151605 28685:38042(+)
CDS_0037

MGV-GENOME-0282781 23201:31195(+)
CDS_0044 CDS_0047

IMGVR_UViG_3300045988_025004|3300045988|Ga0495776_047079 29271:38451(+)
CDS_0044

IMGVR_UViG_3300045988_028054|3300045988|Ga0495776_155119 28630:37385(+)

CDS_0034
| CcDs_0035

MGV-GENOME-0275257 20675:29925(+)
CDS_0046

IMGVR_UViG_3300045988_050505|3300045988|Ga0495776_161700 29188:38164(+)
CDS_0047

IMGVR_UViG_3300045988_018851|3300045988|Ga0495776_028425 29004:37759(+)
CDS_0039 CDS_0040 CDsS_0043

IMGVR_UViG_3300045988_014909|3300045988|Ga0495776_116663 28217:36443(+)
CDS_0036

MGV-GENOME-0283869 22249:31433(+)
CDsS_0048

IMGVR_UViG_3300029604_000279|3300029604|Ga0245147_100042(87117-136066 28490:37245(+)
CDS_0046

MGV-GENOME-0310619 29231:38414(+)
CDS_0046

MGV-GENOME-0326641 28659:37843(+)
CDS_0046

IMGVR_UViG_3300045988_052191|3300045988|Ga0495776_159158 29352:38749(+)
CDS_0047

uvig_279105 29617:39011(+)
CDS.0046  CDS.0047

uvig 295248 29636:38983(+)
CDS_0049

IMGVR_UViG_3300045988_075026|3300045988|Ga0495776_057949 29891:39075(+)
CDS_0046

MGV-GENOME-0330940 28857:38042(+)
CDS_0051

MGV-GENOME-0313442 30469:39651(+)
CDS_0046 CDS_0048

IMGVR_UViG_2562617079_000002|2562617079|2562624662(962-50197 28646:40789(+)
CDS_0043 CDS_0048

MGV-GENOME-0312977 30236:39518(+)
CDS_0050

uvig 155959 33241:42523(+)
CDS_0047

IMGVR_UViG_3300045988_014552|3300045988|Ga0495776_177789 30089:38476(+)
CDS_0037

MGV-GENOME-0288834 24232:32401(+)

CDS_0047
IMGVR_UViG_3300045988_079165|3300045988|Ga0495776_057990 30249:38881(+)

CDS_0045

e —
MGV-GENOME-0315917 32168:40805(+)

CDS_0036

MGV-GENOME-0285788 22241:31731(+)

CDS_0031
T cDs_0032 CDS_0039

IMGVR_UViG_3300045988_185105|3300045988|Ga0495776_114249(3-45991 24892:34489(+)

phosphoadenosine phosphosulfate reductase (CDS_0038)

uvig_153163_ 25090:33131(+)
CDS_0037

MGV-GENOME-0289688 24000:32041(+)
CDS_0047

OTU_1102 30012:38053(+)
CDS_0047

uvig 377581 30070:38549(+)
CDS_0048

IMGVR_UViG_3300045988_020865|3300045988|Ga0495776_010439 30592:38218(+)
CDS_0045 CDS_0046

IMGVR_UViG_3300029409_000246|3300029409|Ga0243858_100013[82069-131876 28747:38188(+)
CDS_0045 CDS_0046

MGV-GENOME-0302584 27411:36894(+)
CDS_0049

IMGVR_UViG_3300045988_038952|3300045988|Ga0495776_158714 30050:38481(+)
CDS_0048

IMGVR _UViG_3300045988 035305|3300045988|Ga0495776_161881 30085:38723(+)
radical SAM domain protein (CDS_0036)

uvig_24846 20783:29082(+)
CDS_0048

IMGVR_UViG_7000000239_000307|7000000239|SRS013951_ WUGC _scaffold_37798|271-49964 29729:37942(+)
CDS_0048 CDS_0049

uvig 336711 29811:38292(+)
CDS.0048  CDS.0049

IMGVR_UViG_3300045988_042308|3300045988|Ga0495776_188673 29080:37557(+)

CDS_0049
CDS_0048 'CDS_0050

MGV-GENOME-0276372 29998:38478(+)
CDS_0044 CDS_0045 CDS_0049 CDS_0050

IMGVR_UViG_3300045988_021937|3300045988|Ga0495776_010677 30024:38062(+)

CDS_0049
CDsS_0048 CDS_0050

MGV-GENOME-0308345 30091:40881(+)
CDS_0048 CDS_0049

IMGVR_UViG_3300045988_033368|3300045988|Ga0495776_156146 30749:38787(+)
CDS_0045 CDS_0046

IMGVR_UViG_3300029432_000399|3300029432|Ga0243805_100549]11962-60008 28506:36551(+)
CDS_0048 CDS_0049

IMGVR_UViG_3300045988_033455|3300045988|Ga0495776_183395 30734:38772(+)
CDS_0047 CDS_0048

IMGVR_UViG_3300045988_030247|3300045988|Ga0495776_163481 29852:38064(+)
CDS_0045 CDS_0049 CDS_0050

IMGVR_UViG_3300029480_000188|3300029480|Ga0244079_100491[1-51263 31657:39558(+)
CDS_0047 CDS_0048

IMGVR_UViG_3300029337_000235|3300029337|Ga0243320_1000192|32906-82089 29493:37562(+)
CDS_0046 CDS_0047

MGV-GENOME-0330220 29356:38431(+)
CDS_0044 CDS_0047CDS_0048

IMGVR_UViG_3300006298_000004|3300006298|Ga0099618_100226 29085:37853(+)
CDS_0045CDS_0046

MGV-GENOME-0370862 28567:36457(+)
CDS_0045CDS_0046

MGV-GENOME-0292499 28834:37775(+)
CDS_0039CDS_0040

MGV-GENOME-0315139 24779:33838(+)
CDS_0035CDS_0036

MGV-GENOME-0291185 22315:31374(+)
CDS_0046CDS_0047

MGV-GENOME-0320782 28930:37695(+)
CDS_0033CDS_0034

i
W

MGV-GENOME-4416137 19274:28022(+)
CDS_0047CDS_0048

uvig 25880 29915:37721(+)
CDS_0049

IMGVR_UViG_3300045988_016477|3300045988|Ga0495776_047112 29971:37920(+)
CDS_0047

MGV-GENOME-0308674 29152:37836(+)
CDS_0046

IMGVR_UViG_3300045988_022957|3300045988|Ga0495776_028623 29131:37910(+)
CDS.0048

IMGVR_UViG_3300045988_057074|3300045988|Ga0495776_171122 29444:37376(+)
CDS_0049

MGV-GENOME-0307423 29995:37584(+)
CDs_0040

IMGVR_UViG_3300029092_000279|3300029092|Ga0169182_100200|14918-60431 25676:34057(+)
CDS_0044CDS_0045

IMGVR_UViG_3300045988_052171|3300045988|Ga0495776_171065 27514:36199(+)

CDS_0044
CDS_0043

MGV-GENOME-0300344 27156:35113(+)
CDS_0047 CDS_0048

IMGVR_UViG_2895371854_000005|2895371854/2895371872|80286-130432 29844:38622(+)
CDS_0045CDS_0046

i
W

IMGVR_UViG_7000000317_000386|7000000317|SRS014459_WUGC _scaffold_39340|7731-56799 28501:37467(+)
CDS_0043 CDS_0044

IMGVR_UViG_3300045988_035029|3300045988|Ga0495776_154770 26180:35143(+)
CDS_0046CDS_0047

IMGVR_UViG_3300045988_039952|3300045988|Ga0495776_046940 29571:38347(+)
CDS_0046

I
IMGVR_UViG_3300008705_000305|3300008705|Ga0113869_1000073|3742-52581 28867:37645(+)

transposase (CDS_0046)
CDS_0045 CDS_0047

ivig_4323 28815:38395(+)
DNA methyltransferase (CDS_0056)

uvig_180618 39518:49595(+)
CDS_0043

MGV-GENOME-0328456 26273:36023(+)
CDS_0044 CDS_0048

uvig 258879 30594:38818(+)
CDS_0049

uvig_205385 31476:39857(+)
CDS_0044 CDS_0048

IMGVR_UViG_3300045988_013454|3300045988|Ga0495776_165959 30075:38251(+)
CDS_0046 CDS_0047

IMGVR_UViG_3300045988_016292|3300045988|Ga0495776_171446 28560:36309(+)
CDS_0034 CDS_0041

IMGVR_UViG_3300029559_000294|3300029559|Ga0244915_100056|35682-81898 26231:34784(+)
CDS_0034 CDS_0035

MGV-GENOME-0282460 22737:31290(+)
CDS_0056 CDS_0057

IMGVR_UViG_3300029511_000052|3300029511|Ga0244809_100364 42283:50850(+)
CDS_0043

IMGVR_UViG_3300045988_010155|3300045988|Ga0495776_029519 28095:35986(+)
CDS_0033CDS_0034

MGV-GENOME-0273731 21253:29376(+)
CDS_0031 CDS_0033

“|cDs_0032]

MGV-GENOME-0261406 18807:26929(+)

CDS_0035
T cDS_0036 CDS.0037 CDS_0043  CDS 0044

¥
i

IMGVR_UViG_3300045988_016129|3300045988|Ga0495776_030032 26068:36377(+)
CDS_0047

IMGVR_UViG_3300014539_000140|3300014539|Ga0169882_100159|7664-55179 28978:39756(+)
CDS_0034 DNA primase/helicase (CDS_0038) CDS_0040

MGV-GENOME-0272000 20880:32358(+)
CDS_0047

IMGVR_UViG_3300045988_018983|3300045988|Ga0495776_161680 29390:41265(+)

tail fiber protein (CDS_0023)
tail protein (C DS_0022)
tail protein (CDS_0024) CDS_0030

|
;

uvig_176247 18338:29341(+)
CDS_0047 CDS_0048CDS_0050

IMGVR_UViG_3300045988_031210|3300045988|Ga0495776_124302 32407:41573(+)

5000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function Defence
— I



