
IMGVR_UViG_3300045988_049211|3300045988|Ga0495776_047180 23152:30769(+)

CDS_0028

CDS_0029

endolysin (CDS_0030)

CDS_0031

CDS_0032

CDS_0033

CDS_0034

CDS_0035
CDS_0036

CDS_0037

CDS_0038

CDS_0039

CDS_0040
CDS_0041

IMGVR_UViG_3300014958_000001|3300014958|Ga0134421_1000314 23152:30962(+)

CDS_0034
transposase (CDS_0035)

uvig_158298 23152:31030(+)

transposase (CDS_0034)
CDS_0035

IMGVR_UViG_3300014802_000186|3300014802|Ga0134374_1000073|544-52041 23152:32276(+)

transposase (CDS_0034)
CDS_0035

MGV-GENOME-0316608 23152:30977(+)

CDS_0034
CDS_0035

IMGVR_UViG_3300045988_027357|3300045988|Ga0495776_178623 23152:31106(+)

CDS_0034
CDS_0035

IMGVR_UViG_3300014793_000207|3300014793|Ga0134407_1000041|216-52415 23152:32578(+)

transposase (CDS_0034)
HicB-like antitoxin (CDS_0035)

CDS_0036

IMGVR_UViG_3300029784_000286|3300029784|Ga0243806_1000414|8233-60745 23299:33344(+)

transposase (CDS_0034)
CDS_0035

CDS_0036
CDS_0037

MGV-GENOME-0308326 23043:30334(+)

CDS_0034 CDS_0035

IMGVR_UViG_3300045988_014976|3300045988|Ga0495776_187987 23152:32653(+)

transposase (CDS_0034)
CDS_0035

CDS_0036

IMGVR_UViG_3300045988_013589|3300045988|Ga0495776_047301 23152:31078(+)

CDS_0034
CDS_0035

IMGVR_UViG_3300008479_000383|3300008479|Ga0114883_1000226|17107-68017 23155:32043(+)

transposase (CDS_0034)
CDS_0035

CDS_0036 CDS_0042

IMGVR_UViG_3300029563_000221|3300029563|Ga0245114_100048|162244-213268 23152:32482(+)

transposase (CDS_0034)
CDS_0035

MGV-GENOME-0309985 23152:30650(+)

CDS_0034
CDS_0035

uvig_279105 23152:31000(+)

transposase (CDS_0034)
CDS_0035

uvig_295248 23152:31019(+)

CDS_0034
transposase (CDS_0035)

MGV-GENOME-0315133 23152:31192(+)

CDS_0034
CDS_0035

IMGVR_UViG_3300008103_000024|3300008103|Ga0114180_100472 23152:31018(+)

transposase (CDS_0034)
CDS_0035

MGV-GENOME-0328550 23137:30695(+)

CDS_0034
transposase (CDS_0035)

IMGVR_UViG_3300045988_018952|3300045988|Ga0495776_174314 23152:31272(+)

CDS_0034
CDS_0035

MGV-GENOME-0320482 23149:32310(+)

transposase (CDS_0034)
CDS_0035

IMGVR_UViG_3300029040_000126|3300029040|Ga0169694_100206|21-50379 23157:31421(+)

transposase (CDS_0034)
CDS_0035

CDS_0036

MGV-GENOME-0331938 23152:30546(+)

transposase (CDS_0034)
CDS_0035

uvig_51516 23137:32877(+)

34
35

36 37 3839

MGV-GENOME-0311181 23137:31593(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0037

IMGVR_UViG_3300029881_000410|3300029881|Ga0245307_1000300|30240-81347 23149:31792(+)

transposase (CDS_0034)
CDS_0035 CDS_0040

IMGVR_UViG_3300045988_018983|3300045988|Ga0495776_161680 23137:30773(+)

CDS_0035
CDS_0036

uvig_119211 23137:30322(+)

CDS_0034
CDS_0035

MGV-GENOME-0308452 23152:30726(+)

CDS_0034
CDS_0035

CDS_0039
CDS_0040

MGV-GENOME-0362207 23152:33480(+)

transposase (CDS_0034)
35 36 37 38 39

OTU_1196 23151:30460(+)

CDS_0033
CDS_0034

transposase (CDS_0035)

uvig_115042 23152:39390(+)

transposase (CDS_0034)
35 36 37 38 39 40 41 ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0042)

MGV-GENOME-0319161 22889:32664(+)

CDS_0032
CDS_0033
transposase (CDS_0035)

CDS_0036
CDS_0037

CDS_0043

Druantia_II__DruM (CDS_0044)

CDS_0045

IMGVR_UViG_3300028968_000142|3300028968|Ga0169714_100002|111070-159795 23296:31371(+)

CDS_0034
transposase (CDS_0035)

MGV-GENOME-0309968 23152:30608(+)

CDS_0035
CDS_0036

MGV-GENOME-0305284 23134:30909(+)

CDS_0035
CDS_0036

ivig_2526 23300:32569(+)

transposase (CDS_0035)
CDS_0036

MGV-GENOME-0307961 23149:30501(+)

CDS_0035 CDS_0036

MGV-GENOME-0324499 23152:31189(+)

CDS_0035
transposase (CDS_0036)

MGV-GENOME-0309899 23135:30682(+)

CDS_0035
CDS_0036

IMGVR_UViG_3300029480_000188|3300029480|Ga0244079_100491|1-51263 23134:32028(+)

transposase (CDS_0035)
CDS_0036

MGV-GENOME-0323729 23152:31792(+)

transposase (CDS_0036)
CDS_0037

IMGVR_UViG_3300045988_026437|3300045988|Ga0495776_169078 23152:32138(+)

CDS_0035
CDS_0036

IMGVR_UViG_3300045988_038957|3300045988|Ga0495776_134249 23152:29839(+)

CDS_0036

IMGVR_UViG_3300014573_000158|3300014573|Ga0134423_1000093|1-50174 23152:31390(+)

CDS_0035

uvig_159693 22889:32098(+)

transposase (CDS_0035)
phospho-2-dehydro-3-deoxyheptonate aldolase (CDS_0036)

CDS_0037
CDS_0038

IMGVR_UViG_3300045988_050345|3300045988|Ga0495776_134651 23149:30430(+)

CDS_0035
CDS_0036

Lar anti-RM (APIS033) (CDS_0037)

IMGVR_UViG_3300029388_000230|3300029388|Ga0243998_1000035|41227-99755 23299:39473(+)

transposase (CDS_0035)
36 37 38 39

40
41

MGV-GENOME-0307697 23149:30471(+)

CDS_0035

uvig_217920 23151:38116(+)

transposase (CDS_0035)
36 37 38 39 40

uvig_510307 23152:34250(+)

35 36 37
38

csn2_II-A_3 (CDS_0039)

MGV-GENOME-0316999 23152:32167(+)

transposase (CDS_0035)

CDS_0036
CDS_0037

csn2_II-A_3 (CDS_0038)

uvig_155959 23152:34513(+)

transposase (CDS_0035)
36 37 38 39

MGV-GENOME-0328477 22783:30704(+)

CDS_0027
transposase (CDS_0034)

CDS_0035

MGV-GENOME-0331441 22773:30723(+)

transposase (CDS_0034)

CDS_0035
CDS_0036

MGV-GENOME-0320597 22785:30493(+)

CDS_0032
CDS_0033

CDS_0034

transposase (CDS_0036)

IMGVR_UViG_3300045988_035136|3300045988|Ga0495776_116778 22782:30704(+)

CDS_0034
CDS_0035

uvig_196003 22889:37911(+)

transposase (CDS_0035)
36 37 38 39 40 41

uvig_165708 23152:38872(+)

transposase (CDS_0035)
36 37 38 39 40 41 tellurite resistance (CDS_0042)

IMGVR_UViG_3300029707_000340|3300029707|Ga0245244_100016|251225-302284 23152:32565(+)

transposase (CDS_0035)
CDS_0036

IMGVR_UViG_2895371854_000005|2895371854|2895371872|80286-130432 23152:31261(+)

transposase (CDS_0035)
CDS_0036

MGV-GENOME-0309463 23299:30943(+)

CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-0308740 22970:30432(+)

CDS_0034
CDS_0035

IMGVR_UViG_3300029859_000255|3300029859|Ga0245304_100232|42961-93495 23299:32076(+)

CDS_0035
CDS_0036

transposase (CDS_0037)

CDS_0038

IMGVR_UViG_3300045988_075026|3300045988|Ga0495776_057949 23152:31274(+)

transposase (CDS_0036)
CDS_0037

IMGVR_UViG_3300045988_070440|3300045988|Ga0495776_028513 23152:30757(+)

CDS_0035
CDS_0036

CDS_0040
CDS_0041

IMGVR_UViG_3300045988_036818|3300045988|Ga0495776_018306 23152:30159(+)

CDS_0035
CDS_0036

MGV-GENOME-0313442 23137:31852(+)

35 36

37
38

39
40

uvig_204627 23299:36847(+)

35
36

transposase (CDS_0037)

38 39
esterase/lipase (CDS_0040)

41 42

MGV-GENOME-0312977 23137:31508(+)

CDS_0035
CDS_0036

CDS_0037

uvig_11596 23282:44595(+)

35
transposase (CDS_0036)

37 38 39 40 41
regulator of chromosome condensation (CDS_0042)

43 44

uvig_500289 23152:42877(+)

transposase (CDS_0036)
37

Streptococcal enolase (VF1060) (CDS_0038)

39 40 41 42 43 44 glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0045)

uvig_48755 23137:39409(+)

34
transposase (CDS_0035)

3637 38 39 40 41 42 43 44

uvig_335767 23114:43038(+)

transposase (CDS_0036)
37

FbpA/Fbp68 (VF0595) (CDS_0038)

39

guanylate kinase (CDS_0040)

41 42 43 44 45 46 47
vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0048)

RegX3 (VF0858) (CDS_0049)

SAMEA1906527_b1_ct16_vs2 23152:43695(+)

transposase (CDS_0034)

35
nuclease (CDS_0036)

37

Streptococcal enolase (VF1060) (CDS_0038)

39

HNH endonuclease (CDS_0040)
ATPase (CDS_0041)

42 43 44

uvig_538227 23152:48770(+)

35 36
37

38 39 40 41 42
minor tail protein with lysin activity (CDS_0043)

44 45 46 47 48 49 50 51

uvig_431233 23152:41107(+)

transposase (CDS_0036)
37 38 39 40 41 42 43 44 45

IMGVR_UViG_3300045988_052171|3300045988|Ga0495776_171065 22935:28614(+)

CDS_0032

MGV-GENOME-0327754 22788:28273(+)

CDS_0032 CDS_0035

IMGVR_UViG_3300045988_019149|3300045988|Ga0495776_171315 22525:28612(+)

CDS_0026
CDS_0031 CDS_0032

IMGVR_UViG_3300029841_000287|3300029841|Ga0245272_100343|742-52762 22788:32598(+)

transposase (CDS_0033)
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_029620|3300045988|Ga0495776_180281 22934:31373(+)

CDS_0033
CDS_0034

IMGVR_UViG_3300045988_027384|3300045988|Ga0495776_158964 22529:30476(+)

CDS_0036
CDS_0037

CDS_0038 CDS_0045

IMGVR_UViG_3300045988_017563|3300045988|Ga0495776_176996 22918:29331(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300045988_017367|3300045988|Ga0495776_147284 22514:28458(+)

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_059628|3300045988|Ga0495776_047186 22932:30984(+)

CDS_0032
CDS_0033

CDS_0034
CDS_0035

IMGVR_UViG_3300045988_029513|3300045988|Ga0495776_159298 22920:29229(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300014553_000181|3300014553|Ga0134451_100061|14612-62154 22788:29328(+)

CDS_0032 Dnd__DndA (CDS_0033)

IMGVR_UViG_2911391394_000003|2911391394|2911391398|15734-67323 22788:32547(+)

32 33 3435
36

37

IMGVR_UViG_2911429709_000002|2911429709|2911429713|16011-67601 22788:32548(+)

32 33
34

35
36

37

IMGVR_UViG_3300029234_000232|3300029234|Ga0168698_100216|4982-57196 22770:32613(+)

32 33 34 35 36 37

MGV-GENOME-0316235 22788:30093(+)

CDS_0032

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_016338|3300045988|Ga0495776_151761 22788:29769(+)

CDS_0032 CDS_0033

MGV-GENOME-0302584 22584:28794(+)

CDS_0032 CDS_0033

IMGVR_UViG_3300045988_019581|3300045988|Ga0495776_154831 22788:30860(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300029432_000399|3300029432|Ga0243805_100549|11962-60008 22935:28877(+)

CDS_0032 CDS_0033

IMGVR_UViG_3300029409_000246|3300029409|Ga0243858_100013|82069-131876 22672:30130(+)

endolysin (CDS_0030)

CDS_0032
peptidase (CDS_0033)

IMGVR_UViG_3300029058_000145|3300029058|Ga0169611_100422 21746:29219(+)

CDS_0026

CDS_0031
CDS_0032

CDS_0033

uvig_367235 21364:35643(+)

mupirocin-resistant isoleucine--tRNA ligase MupA (NF000257.1) (CDS_0030)
CDS_0031 CDS_0032

MGV-GENOME-0328456 21364:26644(+)

CDS_0030

MGV-GENOME-0309380 22525:30615(+)

CDS_0030

CDS_0032
CDS_0033

CDS_0034

CDS_0035

IMGVR_UViG_3300029604_000279|3300029604|Ga0245147_100042|87117-136066 21373:28470(+)

endolysin (CDS_0031)

IMGVR_UViG_3300045988_040248|3300045988|Ga0495776_159021 21366:28666(+)

endolysin (CDS_0030)

IMGVR_UViG_3300029761_000270|3300029761|Ga0243857_100019|4424-53013 22672:28248(+)

CDS_0032

IMGVR_UViG_3300006525_000020|3300006525|Ga0101027_100371 22409:29316(+)

CDS_0032

MGV-GENOME-0315997 21495:27364(+)

endolysin (CDS_0030)

IMGVR_UViG_3300045988_031189|3300045988|Ga0495776_147542 22525:29351(+)

CDS_0031

IMGVR_UViG_3300045988_046728|3300045988|Ga0495776_010447 22525:29027(+)

amidase (CDS_0032)

IMGVR_UViG_3300007298_000011|3300007298|Ga0104838_100275 22525:28998(+)

CDS_0032

uvig_25880 22932:28884(+)

CDS_0032

uvig_245496 22580:29734(+)

endolysin (CDS_0031)
CDS_0033

CDS_0034
CDS_0035

IMGVR_UViG_3300045988_017708|3300045988|Ga0495776_029685 22785:29673(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300045988_033711|3300045988|Ga0495776_183874 21363:28883(+)

endolysin (CDS_0030)

uvig_258879 22935:30965(+)

CDS_0032
transposase (CDS_0034)

translation initiation factor (CDS_0035)

IMGVR_UViG_3300045988_047567|3300045988|Ga0495776_158888 22773:31616(+)

CDS_0032
CDS_0035

CDS_0036

uvig_30861 22920:33186(+)

transposase (CDS_0034)

CDS_0035
CDS_0036

CDS_0037

uvig_180618 22788:39889(+)

transposase (CDS_0034)
35 36

37
38 39 40

endolysin (CDS_0041)
42 43

uvig_243764 22770:45473(+)

transposase (CDS_0034)
35 36 37

38
39 40 41

RtxA (VF0482) (CDS_0042)
ABC transporter (VF0818) (CDS_0043)

44 45

IMGVR_UViG_3300029511_000052|3300029511|Ga0244809_100364 22785:44681(+)

33
35

36
37 38

nuclease (CDS_0039)
40 41

endolysin (CDS_0042)
multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0043)

44 45 46 multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0047)

uvig_258798 23134:44921(+)

34 36
transposase (CDS_0037)

38

Purine synthesis (VF0811) (CDS_0039)

40 41
42

ABC transporter (CDS_0043)

44 45 46
PEB1 (VF0327) (CDS_0047)

48 49 FbpABC (VF0272) (CDS_0050)

uvig_501346 23299:43908(+)

transposase (CDS_0034)
35 36 37 38

endolysin (CDS_0039)
40 41 42 43 44

PanC/PanD (VF0319) (CDS_0045)

46

uvig_453005 23152:46437(+)

transposase (CDS_0035)

nucleotide-sugar epimerase (CDS_0036)
nucleotide-sugar epimerase (CDS_0037)

38 39 40 41 42

type B chloramphenicol O-acetyltransferase (NF000490.1) (CDS_0043)

44 45

O-antigen (VF0392) (CDS_0046)

47
48

49 50

uvig_201107 23140:36447(+)

transposase (CDS_0034)
35 3637

38
SigF (VF0294) (CDS_0039)

40
41

42 43

uvig_2505 22889:42942(+)

35
36

transposase (CDS_0037)

38 39 4041 42 43 44 4546 47
endonuclease (CDS_0048)

49 5051

uvig_379612 23152:38708(+)

transposase (CDS_0035)
36 37 38 39

O-antigen (VF0392) (CDS_0040)

41

nudix hydrolase (CDS_0042)

43 44
45

46 47

uvig_536333 22785:43285(+)

33 34 35
36

37 38 39 40 41 42 43 44 45 46

uvig_416205 23152:40902(+)

transposase (CDS_0034)
35 36

Reverse transcriptase (CDS_0037)

3839 40 41

anaerobic ribonucleotide reductase small subunit (CDS_0042)

43 Lysine synthesis (VF0815) (CDS_0044)

uvig_456124 23299:40793(+)

transposase (CDS_0034)

Accessory secretion factor (VF0808) (CDS_0035)

36
endolysin (CDS_0037)

38 39 40 41 42

uvig_368432 23152:45555(+)

transposase (CDS_0035)
36 37

38
39

40
41 42 43 44 45 4647 48 49 50 51 52 53 Acylhomoserine lactone synthase (VF0907) (CDS_0054)

uvig_176894 22788:42744(+)

transposase (CDS_0034)
35 36 37 38 39 40 41 42 43

SigF (VF0294) (CDS_0044)
translation elongation factor (CDS_0045)

46

uvig_160557 23296:48323(+)

34
transposase (CDS_0035)
methyltransferase (CDS_0036)

37 38 39 40 41

phosphofructokinase (CDS_0042)

43 44
ClpE (VF0073) (CDS_0045)

46 47 48 49

uvig_130424 22788:52205(+)

transposase (CDS_0034)
35 36 37 38 39

cold shock protein (CDS_0040)

41 42 43 44 45
RT_III-AM_III-B_2 (CDS_0046)

Reverse transcriptase (CDS_0047)
Reverse transcriptase (CDS_0048)

49 50
51

52

RtxA (VF0482) (CDS_0053)

tetracycline efflux ABC transporter Tet(46) subunit B (NF000475.1) (CDS_0054)

55
Capsule (VF0274) (CDS_0056)

translation elongation factor (CDS_0057)

58

Han_2018_ERR1398165_NODE_128_length_80199_cov_9.746693 22525:60634(+)

32 33
transposase (CDS_0034)

arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0035)

36
integrase (CDS_0037)

38

ABC transporter (CDS_0039)

40 41 42 43 44
hydrolase (CDS_0045)

46 47 48 49 50 51 52 53

uvig_187961 22525:48712(+)

31 32
transposase (CDS_0033)

34 35 36 37 3839
Sigma L (VF0855) (CDS_0040)

41

Siderophore-dependent iron uptake system (VF0738) (CDS_0042)

43 44

antitoxin from a toxin-antitoxin system (CDS_0045)

46 47 48

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0049)

50 51 52 53

IMGVR_UViG_3300045988_047279|3300045988|Ga0495776_147055 22770:30291(+)

CDS_0032
CDS_0035

CDS_0039

10000 nt
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