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Station37_MES_COMBINED_FINAL_NODE_2398_length_17783_cov_5.967227 88:5691(+)

nucleotide pyrophosphohydrolase (CDS_0002)
CDS_0001 DNA polymerase (CDS_0003)
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Station158_MES_ALL_assembly NODE_5395_length_15932_cov_21.056182 3:5772(+)
CDS_0025 DNA polymerase (CDS_0024) CDS_0023
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Station210_MES_ALL assembly NODE_4384 length_16420 _cov_38.713902 10889:16418(-)
CDS_0019 DNA polymerase (CDS_0018)

Nol-like carbamoyltransferase (CDS_0016)
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Station173_DCM_ALL_assembly_ NODE_8068_length_13809_cov_47.000364 7318:13807(-)

CDS_0021 DNA polymerase (CDS_0020)
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Station194_DCM_ALL_assembly_ NODE_3874 length_15287_cov_5.958377 10405:15285(-)

nucleotide pyrophosphohydrolase (CDS_0003)
CDS_0001 Dpd__FolE (CDS_0002) DNA polymerase (CDS_0004)
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Station201_SUR_ALL_assembly_ NODE_3955_length_16278_cov_155.232386 1:6561(+)

nucleotide pyrophosphohydrolase (CDS_0020)
CDS_0019
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Station193_SUR_ALL assembly_ NODE_3629_length_14219_cov_13.205450 9119:14217(-)

CDS_0022
CDS_0024 DNA polymerase (CDS_0023) CDS_0021
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Station84_SUR_COMBINED_FINAL_NODE_3063_length_16183_cov_40.905258 10270:16183(-)
CDS_0021 CDS_0020 CDS_0019

CDS_0014

GroEL (VF0594) (CDS_0013)
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Station193_SUR_ALL_assembly_NODE_3639_length_14180_cov_21.491894 7490:14179(-)

DNA polymerase (CDS_0019)
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Station22_SUR_ALL_assembly_ NODE_2628_length_12486_cov_7.842008 7185:12484(-)
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