tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0039)
PhoH-like phqsphate starvation-inducible (CDS_0041)
32 33 34 35 36 37 DNA topoisomerase I (CDS_0038) 40 42 43 44 45 46 47
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MGV-GENOME-0378186 38431:52659(+)

tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0042)
DNA topoisomerase Il large subunit (CDS_0040)

homing endonuclease (CDS_0039) PhoH-like phosphate starvation-inducible (CDS_0044)
DNA topoisomerase Il (CDS_0037) 38 | 41 43

IMGVR_UViG_3300045988_129985|3300045988|Ga0495776_014836 39375:53902(+)

tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0045)
DNA topoisomerase || (CDS_0043)
endonuclease (CDS_0040) PhoH-like phdsphate starvation-inducible (CDS_0047)
37 38 39 41 44 | 46 49 50 54

K [ O s W B,

MGV-GENOME-0378147 40726:55949(+)

tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0045)
PhoH-like phosphate starvation-inducible (CDS_0047)
DNA topoisomerase Il large subunit (CDS_0043)
4 | 46
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IMGVR_UViG_3300045988_146661|3300045988|Ga0495776_137394 40726:54462(+)

PhoH-like phosphate starvation-inducible (CDS_0175)
DNA topoisomerase || (CDS 0177)
DNA methyltransferase (CDS_0176)
‘ lendonuclease (CDS_0174)
183 179 178 \ 173 172
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MGV-GENOME-0378351 113728:131234(-)

PhoH-like phosphate star@on-inducible (CDS_0201)
DNA topoisomerase Il large subunit (CDS_0203)
DNA methyltransferase (CDS_0202)

DNA topoisomerase |l large subunit (CDS'0205) ‘ endonuclease (CDS_0199)
204 | lendonuclease (CDS 0200) PhoH-like phosphate starvation-inducible (CDS_0198)

aa-ae . {(Hid—@EE-d-Eaddridmm —@Em-daTT . EHDED

IMGVR_UViG_3300045988_131511|3300045988|Ga0495776_081075 144786:161230(-)

k 7000 nt 1

DNA, RNA and nucleotide metabolism other unknown function



