MazEF_MazE (CDS_0216)
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DNA binding protein (CDS_0210) 214 219 223 228 231
209 | 211 212 | [ 215| 217 218 ] 220 221 2227 224 225 226 227 | 229230]232 233

\MGVR,UViG,SSOOOOEMOS,OOOOOl|3300008403\G33115182,100004 173463:192978(+)

225 229
217 223 224 | 226 227 228 230 231 232
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\MG\/R,U\/iG,SBOOOOSALB57000054|3300008485\GaO-110912,100002 175534:194777(+)
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211 216 217218 219 T 221 222 223
5D W, DO—DDD—D- 01— {OEED—HEOEDED
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IMGVR_UViG_3300007654_000008|3300007654|Ga0105017_100007 170658:188325(+)

transposase (CDS_0217)
212 216
210 211 213 214215 | transposase (CDS_0219)

D [\
u -
IMGVR_UViG_7000000147_000028|7000000147|SRS014690_ WUGC _scaffold_2449 172372:190246(+)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0245)
cas12f2_V-F_2 (CDS_0240)
233 237 238 239 241242 243 244 246 248

DD HD-TO—HD-E0  —OD
IMGVR_UViG_3300007789_000001[3300007789|Ga0105762_100001 206686:222352(+)

221 231 233
1222 225 229 230] 232 T 234 235 236 238

DD o - PE—D)—HOEED{ H{ — — D

MGV-GENOME-0380079 199649:224783(+) =

211
206 207208 209 210 | 212 220

v D—OD DB 1O—AD-O{ H{ —IH-DD

\MG\/R,U\/iG,33OOO45988,172839|33OOO45988\Ga0-4957767004000 169398:188924(+)

170
HNH endonuclease (CDS_0162) 165 167 168 169 ] transposase (CDS_0171)

D O DO—/OE—D—RHDE{  — DD

IMGVR_UViG_3300008756_000002|3300008756|Ga0114092_100004 147090:164885(+)
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