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CDS_0003 RNA-binding protein (CDS_0008) homing endonuclease (CDS_0014)
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CDS_0005 nucleotide kinase (CDS_0012) CDS_0017
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CDS_0007
CDS.0004  CDS_0006 | CDS_0008 endonuclease (CDS_0011)

IMGVR_UViG_3300045988_044259|3300045988|Ga0495776_047062 1389:8188(+)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function
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