endolysin (CDS_0045) DNA polymerase (CDS_0049) Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0053)
CDS_0046  CDS_0048 HNH endonuclease (CDS_0050) gnarl1 O-antigen-based barrier (APIS034) (CDS_0052)CDS_0055
| cps_0047 | DNA polymerase (CDS_0051) | | CDS_0054 | exonuclease (CDS_0056) ~ CDS_0057
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IMGVR _UViG_3300045988 044259|3300045988|Ga0495776_047062 30412:38164(+)
HNH endonuclease (CDS_0050) CDS_0053

£ HOI X f < KO < K l

IMGVR _UViG_3300045988_059475|3300045988|Ga0495776_116922 29722:37158(+)
HNH endonuclease (CDS_0047) CDS_0051 CDS_0053CDS_0054
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IMGVR_UViG_3300045988_027960|3300045988|Ga0495776_005869 29083:37069(+)

GTP-binding domain (CDS_0052)
Rz-like spanin (CDS_0047) DNA polymerase (CDS_0053) CDS_0054
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IMGVR_UViG_3300029996_000039|3300029996|Ga0245029_100573 29640:37374(+)

CDS_0050 DNA polymerase (CDS_0051) CDS_0052 HNH endonuclease (CDS_0056)
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NC_041900.1 29299:37523(+)
GTP-binding domain (CDS_0047) DNA polymerase (CDS_0048)
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uvig 244421 29146:37165(+)
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