CDS_0034

CDS 0033
glutamine amidotransferase (CDS_0031) CDS_0035
CDS_0030 \ CDS_0032 | ] CDS_0036 CDS_0037 CDS_0038 CDS_0039 CDS_0040
Station82_SUR_COMBINED_FINAL NODE_1428 length 23570 _cov_6.691346 15905:20569(+)
amidoligase enzyme (CDS_0025) CDS_0030 CDS_0032
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Station206_SUR_ALL_assembly_NODE_2457_length_22075_cov_36.768302 13073:19262(+)

CDS_0041
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Station158_MES_ALL_assembly NODE_2504_length_28635_cov_26.617390 19301:25094(+)
CDS_0034 CDS_0039
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Station100_DCM_ALL_assembly_NODE_683_length_26383_cov_8.987504 17316:23058(+)

CDS_0028  CDS_0029 CDS_0034
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Station82_DCM_COMBINED_FINAL_NODE_1241_length_27033_cov_15.555749 16956:24124(+)
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moron, auxiliary metabolic gene and host takeover other unknown function



