CDS_0020 guanylate kinase (CDS_0025)

holin (CDS_0017)  CDS_0019 CDS_0022 CDS_0024 CDS_0027 CDS_0030
CDS_0015 CDS_0016 CDS_0018 T CDS_0021 | CDS_0023 CDS_0026 T CDS_0028 CDS_0029 T

OO DO O{T{ ) A s i

MGV-GENOME-0286335 18363:25236(+)

CDS_0020 CDS_0022
T CDS_0021 guanylate kinase (CDS_0025)

N PO {0 ) HH b i

SAMEA2737994 b1 _ct3 18363:25181(+)

CDS_0020 CDS_0022
T CDS_0021 CDS_0023

| S e e ey B S O I W ) HOH H 1

SRS146773_al _ct5831 19828:25512(+)

CDS_0013
CDS_0012
| e e Vo Vg g N e W ) HOH H o
SRS142883 al ct37655 vs01 11491:16817(+)
CDS_0024
CDS_0019 CDS_0021CDS_0022 CDS_0025 CDS_0028
| DD H{ {TD{OED- ) ) H A s 0
SRS148262_al _ct70683 19698:25976(+)
CDS_0022 CDS_0023 CDS_0026
| O OO L A b O
SRS019272_al ct5006 19767:25339(+)
CDS_0022 CDS_0024 CDS_0025 CDS_0027 CDS_0029

EOET{ED-H-P-E0{ f { 1T o

SRS142883_a1_ct28608_vs01 19998:25420(+)

CDS_0024
CDS_0020 CDS_0023 CDS_0026 CDS_0028
SRS148414 _al_ct4727_vsl 20137:25496(+)
CDS_0019 CDS_0022 CDS_0023
SAMNO04999356 _al ct77913 vs1 18602:23901(+)
CDS_0020

CDS 0019 |
| - D{O-{O-{0—0{0) L b

SRS049268 a1 _ct21824 vs1 10750:15700(+)

CDS_0021 CDS_0023

| DD -D1{ {0 D) )

SRS043807_al ct41175 vs1 18712:24648(+)

CDS_0020 CDS_0023CDS_0024 CDS_0026 CDS_0029
\ | e Bl e e B B B S B e B B ) U )
SRS043083 al ct8240 20126:25588(+)

CDS_0020 CDS_0023CDS_0024
\ o1 DD OO {1 D) A

SRS048620_a1 ct1101 20141:25323(+)
CDS_0022CDS_0023

| P D100 N ) N )

SRS023358_a1 ct16683_vs1 18523:24004(+)

CDS_0025
SRS017139_al ct38412_vs1 20484:25983(+)
CDS_0021 CDS_0025
SRS078677_al _ct27525 18948:25143(+)
CDS_0024

OO D—FD{ T ) ) % ! )

SRS022281_al ct28172_vsO1 20481:25930(+)

CDS_0015

DO >{TO{—0 {0 N ) N a )

SRS018683_al ct406_vs1 6709:12077(+)
CDS_0020 CDS_0021 CDS_0025

DD T >-—B{ {{O{H-5 ) ) % H l

SRS023964_al ct98807_vs1 20183:26090(+)

CDS_0024

| O D T { ) N a )

SRS148879_al ct3313 20178:25764(+)
CDS_0022 CDS_0025

T -+ > O {O{ ) ) N N )

SRS078254_al ct10905 20162:26099(+)

CDS_0020 CDS_0025

OO DD {1 H ) % a l

MGV-GENOME-0268900 20440:25935(+)

CDS_0024
MGV-GENOME-0260362 20555:25820(+)
CDS_0021 CDS_0024

EEEOT D1 >{ {0 Al b a )

SRS015215_ a1 ct14202 18602:24364(+)

CDS_0024

DD {0 ) % a 1

SRS015154 al ct1327 20520:25807(+)
CDS_0012

DO T0{0-{0 T b )

SRS015158_al_ct18502_vs1 8546:12713(+)

CDS_0017 CDS_0012

o W o Wi By o B B W b ) A )

SRS057022_al ct8618_vs1 2632:7186(-)

CDS_0022
CDs 0021 [
\ | I I [ B 0 B e B B ) ) U )

MGV-GENOME-0283266 18552:23733(+)

CDS 0023
CDS 0022
\ ) DD O-{—-{) 1 ) i )
SRS148367 al ct16461 20142:25343(+)
CDS 0023
CDS 0022
\ ) 1D D100 ) ) A
SRS143141 al ct15526 20186:25306(+)
CDs 0024
CDS 0023
\ ) o D111 H—H{) 1 ) % )
SRS104964 a1 ct17623 vsO1 20141:25544(+)
CDS 0014
CDS 0015
\ ) D D101 D—{) A ) )
SRS049283 21 ct100_vs1 6181:109100)
CDS 0024
CDS 0023

N e e W ey N B ey N W D 0

SRS104320_a1_ct35846_vs1 20006:25087(+)

CDS_0023
CDS_0022
| oD {0— {0 A ) % )
SRS014530_a1 ct1016 20162:25339(+)
CDS_0023
CDS_0022
| DD {{E-{D— {0 ) ) N )

SRS063823_a1_ct500 20142:25299(+)
CDS_0023 CDS_0024

D -D-DE-{O-{0{ {0 ) ) b )

SRS014686_a1 _ct2613 vs1 20129:25830(+)

CDS_0023
CDS_0022
) o D) ) ) N )
MGV-GENOME-0288882 18115:24799(+)
CDS_0023

CDS_0022
| D100 ) ) N )
SRS097968 _al _ct63748 20162:25287(+)

CDS_0018 CDS_0023 CDS_0024

| L B DS e W W W W B e WS B b ) N )

uvig_433349 17919:24564(+)

CDS_0022 CDS_0023

OO DD ED{O{0{ {0 ) ) U )

SRS022079_al ct721 18605:24222(+)

CDS_0021  CDS_0023 CDS_0024

D -P{ DT - ) N )

SRS075353 a1 ct22549 vs1 18594:24174(+)

CDS_0025
\ S D D B B NS s s L N s )
SAMEA2737997 b1 ctl1 20150:25938(+)

CDS_0026

CDS_0022CDS_0023 CDS_0025 CDS_0028

OO DO f >{ ) )

MGV-GENOME-0290610 19866:24726(+)

CDS_0022CDS_0023

EDOEOTO-O-DHFT0-{10— f HD{ L

MGV-GENOME-0264196 19866:24726(+)
CDS_0022CDS_0023

DO -0 X HO{ )

SAMEA2737884 b1 _ct2 19914:24703(+)

CDS_0022

EDEDTD-H-HO- 0 { {5 L T

SRS011098_al ct12913 19983:24805(+)

CDS_0022CDS_0023

DD ) -5 ) D

SRS022719_al ct22128 vs1 19866:25131(+)

CDS_0020CDS_0021

EDEO{TD-D-D1O-{O-0-{ 1 5 ) T

SRS104968_a1 _ct10872_vsO1 16007:21273(+)

CDS_0010CDS_0011

D00 1 D ) 7

SRS016746_al ct27196_vs1 6274:11634(+)

CDS_0022CDS_0023

I e e e o B S DS T e W ) T

SRS013836_a1 ct14103 19998:25042(+)

CDS_0022CDS_0023

DD 1O HDH L o

SRS017634_al ct25762 19983:25622(+)

CDS_0021CDS_0022

DD DD ED{ X HD{ >{

SRS064260_a1_ct19378 18520:23306(+)

CDS_0022 CDS_0023 CDS_0026

[ O DT T {5 )

SRS142551 al ct12898 vs1 18502:24752(+)

} 2000 nt i

head and packaging lysis other unknown function



