guanylate kinase (CDS_0025)
CDS_0020 CDS_0022 CDS_0024 CDS_0027
@S_Oa‘? CDS_0021 CDS_0023 CDS_0026 T CDS_0028 CDS_0029 CDS_0030 CDS_0031 CDS_0032 CDS_0033

D—{—— H HEO{5 ) - a ) ! )

MGV-GENOME-0286335 20949:27245(+)

CDS_0027
guanylate kinase (CDS_0025) | cps.0028
SAMEA2737994_b1_ct3 20949:27190(+)
CDS_0020 CDS_0028
"] CDS_0021 CDS_0022 | cDs.0029
SRS146773_al_ct5831 21150:27521(+)
CDS_0018
| cDs.0019
SRS142883 al _ct37655 vs01 12597:18826(+)
CDS_0024 CDS_0025 CDS 0028 CDS_0030
SRS018157_al_ct57209 21798:27653(+)
CDS_0028 CDS_0030
SRSO017691 al ct57453 vs1 21800:27732(+)
CDS_ 0022 guanylate kinase (CDS_0028) CDS 0029 CDS_ 0031
SRS142551 _al_ct12898 vs1 21311:27436(+)
guanylate kinase (CDS_0027)
CDS_0021 CDS_0022 CDS_0024 CDS 0025 CDS_0028 CDS_0030
SRS148262_al_ct70683 21048:27419(+)
CDS 0028
CDS_0026 [ cDs.0029

-1 T -0 ) - a ) ! N

SRS019272_al ct5006 21414:27354(+)

guanylate kinase (CDS_0026)
CDS_0027 CDS_0025 CDS_0023

DO/ Y N a ) )

SRS078215_a1 ct9217_vs1 14481:19492(-)

CDS_0012 CDS_0015 guanylate kinase (CDS_0018) CDS_0019

D{ H-O-D{ —O {0 ) % a ) )

SRS143684 al ct27480.vs01 10102:15634(+)
guanylate kinase (CDS_0026) CDS_0027

D-—1H-{ {—{) ) % ! )

SRS098860_al ct9932 21261:26538(+)

guanylate kinase (CDS_0017) CDS_0018

{00 ) ) % a P

SRS076766_a1 ct1619_vs1 13579:17836(+)

guanylate kinase (CDS_0027)

D{{O——0 ) ) A s o

SRS015378_al _ct35425 vs1 16274:20647(-)

guanylate kinase (CDS_0026) CDS_0027

D01 {O—1O-0) ) ) A a ! )

SRS104476_ a1 _ct53999 vs1 21253:26710(+)

CDS_0020
SRS104093_al_ct20748 vs1 8635:12980(-)
CDS_0019 guanylate kinase (CDS_0024) CDS_0025

DO {1 {10 J % a ) )

SRS049268 _al_ct21824 vs1 11860:17370(+)

guanylate kinase (CDS_0026) CDS_0027

D/ {50 ) 4 a ) )

MGV-GENOME-0278698 21266:26508(+)
CDS_0019 guanylate kinase (CDS_0025) CDS_0026

/DO {5 ) A N ) )

SRS013938_al ct4119 20870:26199(+)

guanylate kinase (CDS_0028) CDS_0029

D41 { OO0 ) ! % ! ! )

SRS104320_al ct35846_vs1 21114:26757(+)

guanylate kinase (CDS_0027) CDS_0028

DO H {D—O{) ) ) N a o )

SRS063823_a1_ct500 21249:26969(+)

CDS_0020 CDS_0023 guanylate kinase (CDS_0027) CDS_0028

B D1 { T ) ) A ! D) )

MGV-GENOME-0288882 20269:26469(+)

guanylate kinase (CDS_0027)
CDS_0025 CDS_0028

DD {0 O - ) u - L )
SRS011098_al_ct12913 20707:26473(+)

CDS_0022 guanylate kinase (CDS_0028) CDS_0029
D—D— >+ {0 X A ) ) U - D )

SRS022719 _al ct22128 vs1 20974:26800(+)
guanylate kinase (CDS_0028) CDS_0029

B4 >{ >{ X ! N a ) )

SRS013836_al ct14103 21106:26711(+)

guanylate kinase (CDS_0027) CDS_0028

DD+ > 10— HoH ) A a ) )

SRS017634 a1 _ct25762 20707:26616(+)

guanylate kinase (CDS_0029)
CDS_0022 CDS_0028 CDS_0030

/D01 { 5  HoO{ ) % a )

MGV-GENOME-0290610 20973:26850(+)

guanylate kinase (CDS_0029)
CDS_0028 CDS_0030

B/ H {1 X {0 ) % a )

MGV-GENOME-0264196 20973:26850(+)

guanylate kinase (CDS_0029)
CDS_0028 CDS_0030

B/ >{ 5{ X {0 ! i a ) )

SAMEA2737884 b1 _ct2 21021:26827(+)

CDS_0027 CDS_0028 CDS_0029

B—/D{ { 0 X HO{ - N a ) )

SRS064260_a1_ct19378 19629:25430(+)

holin (CDS_0007)
CDS_0009 CDS_0015

0 +{ B+ {0 {0 ) ) A )

SRS018826_al_ct59588 vs1 9147:14373(+)

CDS_0022

-1 A ) A )

SRS047265_a1_ct2055_vs1 9514:14060(-)

t 2000 nt {

lysis other unknown function



