tail fiber assembly protein (CDS_0023)
transcriptional regulator (CDS_0031)
RT_II-AM_III-B 2( DS_0022) replication initiation protein (CDS_0036)

endolysm (CDS_0027) 33
16 17 18 19 24T26 29 30

34
IMGVR_UViG_3300045988_163119|3300045988|Ga0495776_087474 9878:26201(+)

3235 | 3
tail fiber assembly protein (CDS_0023)
RT_III-AM_III-B_ ZYDS _0022)
endolysm (CDS_0027)
25 transcrlptlonal regulator (CDS_0031)
21 2426 | 28 29 30 | 32

|
B
I
-
H
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H

IMGVR_UViG_3300045988_140195|3300045988|Ga0495776_086635 9879:26159(+)

tail fiber assembly protein (CDS_0023)
RT_III-AM_II I-B_2(fDS_0022)
endolysin (CDS_0027)
‘ ZST transcriptional regulator (CDS_0032)
6

21 242 29 30 31 [ 33

s B
|
B
\
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MGV-GENOME-0259909 9878:27657(+)

tail fiber assembly protein (CDS_0022)
endolysm (CDS_0026)
transcriptional regulator (CDS_0031)
RT_III-AM_lII-B_2 (CDS_0021) 23?25 2728 29 30 | 32

IMGVR_UViG_3300045988_160897|3300045988|Ga0495776_127591 9877:26131(+)

tail fiber assembly protein (CDS_0022)
endolysin (CDS_0026)
24 Ttranscriptional regulator (CDS_0031)
RT_III-AM_III-B_2 (CDS_0021) | 23[25 | 27 28 29 30 | 32

o
|

\

—

|

MGV-GENOME-0272999 9879:26791(+)

tail fiber assembly protein (CDS_0022)
endolysin (CDS_0026)
‘ 24T transcriptional regulator (CDS_0031)
RT_II-AM_III-B_2 (CDS_0021) 23T25 28 29 30 T 32

IMGVR_UViG_3300045988_164370|3300045988|Ga0495776_184462 9884:27812(+)

tail fiber assembly protein (CDS_0022)
endolysin (CDS_0026)
24 transcriptional regulator (CDS_0030)
RT_II-AM_III-B_2 (CDS_0021) |23[25 | 27 28 29 | 31

MGV-GENOME-0313558 9884:26285(+)

tail fiber assembly protein (CDS_0022)
transcriptional regulator (CDS_0030)
endolysin (CDS_0026)

24 28
RT_III-AM_III-B_2 (CDS_0021) | 2325 | 27 [29 31

B -
I
P

MGV-GENOME-0246260 9878:25441(+)

tail fiber assembly protein (CDS_0023)
RT_III-AM_I1I-B_2 (EDS_0022)
endolysin (CDS_0027)
‘ ZST 29 transcriptional regulator (CDS_0033)
6

21 2426 | 28] 30 31 32 | 34

;%

MGV-GENOME-0280939 9884:28026(+)

tail fiber assembly protein (CDS_0022)
eﬁolysm (CDS_0026)
membrane—flanked domain (CDS_0030)
RT_III-AM_III-B_2 (CDS_0021) 23T25 28 29 [ 3132

IMGVR_UViG_3300045988_124675|3300045988|Ga0495776_159367 9877:27242(+)

membrane-flanked domain (CDS_0030)
tail fiber assembly protein (CDS_0023)
RT_III-AM_III-B 2(CDS 0022)
endolysm (CDS_0027)
‘ ZSTanscrlptlona regulator (CDS_0031)

21 2426 | 28 29 | 32
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9

IMGVR_UViG_3300045988_130584|3300045988|Ga0495776_044651 9877:26443(+)

type A chloramphenicol O-acetyltransferase (NFO00491.1) (CDS_0029)
tail fiber assembly protein (CDS_0022)
sporulation protein (CDS_0028)
endolysin (CDS_0026)
24 membrane-flanked domain (CDS_0031)
RT_II-AM_III-B_2 (CDS_0021) ‘ 2§T2I | ] 30 | 3233

|

|
;
~N

\

|

MGV-GENOME-0295614 9878:28522(+)

membrane-flanked domain (CDS_0030)
tail fiber assembly protein (CDS_0023)
RT_III-AM_I1I-B_2 (EDS_0022)
endolysin (CDS_0027)
25 —Fanscriptiona regulator (CDS_0031)
21 2426 | 28 29 | 32

i%
[

IMGVR_UViG_3300045988_135009|3300045988|Ga0495776_015773 9878:26418(+)

membrane-flanked domain (CDS_0031)
tail fiber assembly protein (CDS_0024)
RT_III-AM_II-B_2 (€DS_0023)
endolysin (CDS_0028)
‘ 26 Tanscriptiona regulator (CDS_0032)

2122 25[27 | 29 30 |

|

&
=
e

2

IMGVR_UViG_3300045988_143748|3300045988|Ga0495776_044714 9877:26572(+)

membrane-flanked domain (CDS_0033)
tail fiber assembly protein (CDS_0024)
RT_11I-AM_I1I-B_2 (EDS_0023) transcriptional regulator (CDS_0034)
endolysin (CDS_0028)
‘ 26 31

21 22 2527 | 2930 32 35

|
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IMGVR_UViG_3300029589_000017|3300029589|Ga0245106_100875 9877:27355(+)

membrane-flanked domain (CDS_0031)
tail fiber assembly protein (CDS_0023)
RT_III-AM_I1I-B_2 (EDS_0022)
endolysin (CDS_0027)
ZST transcriptional regulator (CDS_0032)
21 24?26 28 29 30 g8

;%
H

IMGVR_UViG_3300029565_000232|3300029565|Ga0244861_100208(8219-46260 9878:27263(+)

tail fiber assembly protein (CDS_0022)
endolysm (CDS_0026) membrane-flanked domain (CDS_0033)
‘ transcriptionmegulator (CDS_0034)
RT_II-AM_III-B_2 (CDS_0021) 23?25 27 28 29 3031 32 35

]
| %

MGV-GENOME-0302918 9878:30577(+)

tail fiber assembly protein (CDS_0023)
RT_III-AM_II-B_2 (EDS_0022)
‘ 25 endolysin (CDS_0027)

21 2426

B
195

MGV-GENOME-0245920 9884:23212(+)

tail fiber assembly protein (CDS_0022)
endolysm (CDS_0026)

transcriptional regulator (CDS_0037)
RT_III-AM_III-B_2 (CDS_0021) 23T25 28 29 30 31 32 3334 35 36 TQB
_l-_—!.»!_--'.-f!ﬂ»ﬂ

IMGVR_UViG_3300029887_000387|3300029887|Ga0245331_1000304(179-44494 9878:33358(+)

tail fiber assembly ﬁotein (CDS_0022)
endolysm (CDS_0026)

RT_III-AM_I1I-B_2 (CDS_0021) ‘ 2325 | 27 28 29 30 31 32 33 3435363738

IMGVR_UViG_7000000444_000176|7000000444|SRS063985_LANL _scaffold_2930 9879:31971(+)

tail fiber assembly protein (CDS_0022)
endolysm (CDS_0026)

RT_III-AM_III-B_2 (CDS_0021) ‘23T25 27 28 29 30 313233

IMGVR_UViG_7000000444_000293|7000000444|SRS063985_LANL _scaffold_2930[4647-42625 9879:27263(+)

tail fiber assembly protein (CDS_0023)

RT_III-AM_III-B_2 (EDS_0022)

endolysin (CDS_0027)
‘ 25

21 2426 29 3031 32 33343536
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IMGVR_UViG_3300029852_000341|3300029852|Ga0245291_100313|28098-68984 9878:29952(+)

membrane-flanked domain (CDS_0030)
tail fiber assembly protein (CDS_0023)
RT_II-AM_II I-B_Z(TDS_OOZZ)
endolysin (CDS_0027)
25 Tanscriptional repressor (CDS_0031)
21 2426 29 | 32

\

v
i —]

|

MGV-GENOME-0253407 9884:26523(+)

membrane-flanked domain (CDS_0030)
tail fiber assembly protein (CDS_0023)
RT_III-AM_I1I-B_2 (EDS_0022)
endolysin (CDS_0027)
25 transcriptional repressor (CDS_0031)
21 2426 | 28 29 | 32

i%

MGV-GENOME-0332794 9878:26297(+)

membrane-flanked domain (CDS_0030)
tail fiber assembly protein (CDS_0022)
endolysm (CDS_0026)
transcriptional repressor (CDS_0031)
RT_II-AM_III-B_2 (CDS_0021) 23T25 27 28 29 | | 32

IMGVR_UViG_3300006463_000474|3300006463|Ga0100176_1000586|43-37908 9878:27048(+)

membrane-flanked domain (CDS_0029)
tail fiber assembly protein (CDS_0022)
endolysin (CDS_0026)
24 franscriptional repressor (CDS_0030)
RT_III-AM_III-B_2 (CDS_0021) | 23[25 | 27 28 | 31

1
|

|

o

IMGVR_UViG_3300045988_164823|3300045988|Ga0495776_157053 9878:26083(+)

membrane-flanked domain (CDS_0031)
tail fiber assembly protein (CDS_0022)
endolysm (CDS_0026)

transcriptional repressor (CDS_0032)
RT_III-AM_III-B_2 (CDS_0021) 23T25 2728 29 30 | | 33
PP — DI G- G-I D

MGV-GENOME-0274195 9879:28170(+)

membrane-flanked domain (CDS_0032)
tail fiber assembly protein (CDS_0022)
transcriptional repressor (CDS_0033)
transposase (CDS_0028)
endolysm (CDS_0026)
30
29] 31 34

RT_III-AM_I1I-B_2 (CDS_0021) ‘ 23[25

uvig_210146 9879:27098(+)

membrane-flanked domain (CDS_0036)
tail fiber assembly ﬁotein (CDS_0022)
endolysin (CDS_0026) 88

24 29 3
RT_lII-AM_III-B_2 (CDS_0021) | 2325 | 2728 130 31134 35 37 38

IMGVR_UViG_3300045988_144160|3300045988|Ga0495776_158750 9878:28825(+)

membrane-flanked domain (CDS_0030)
tail fiber assembly protein (CDS_0023)
RT_III-AM_I1I-B_2 (EDS_0022)
amidase (CDS_0027)
‘ 25 Transcriptional regulator (CDS_0031)
6

21 242 29 32
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|
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MGV-GENOME-0255110 9878:26631(+)

membrane-flanked domain (CDS_0030)
tail fiber assembly protein (CDS_0023)
RT_III-AM_III-B_2 (EDS_0022)
amidase (CDS_0027)
‘ 25 Transcriptional regulator (CDS_0031)
6

21 242 29 | 32
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I""‘-’I

S

IMGVR_UViG_3300045988_152591|3300045988|Ga0495776_083912 9878:26631(+)

membrane-flanked domain (CDS_0027)
tail fiber assembly protein (CDS_0022)
transcriptionai regulator (CDS_0028)
2325 ‘

RT_II-AM_III-B_2 (CDS_0021) | [24] 26 29

%
g
‘H

MGV-GENOME-0281870 9878:25072(+)

tail fiber assembly protein (CDS_0024)
RT_IlI-AM_I1I-B_2 (EDS_0023)

26
2122

2527 28 29
— |

membrane-flanked domain (CDS_0034)
30 transcriptionaﬂ'egulator (CDS_0035)
31 382 33 | |36

uvig 133147 9879:29830(+)

tail fiber assembly protein (CDS_0024)
RT_I1I-AM_I1I-B_2 (EDS_0023) membrane-flanked domain (CDS_0031)
26 transcriptioniﬁ'egulator(CDS 0032)
2122 25[27 28 29 30 33

2 | |a% [

IMGVR_UViG_3300045988_163980|3300045988|Ga0495776_178220 9879:28019(+)

tail fiber assembly protein (CDS_0022)

emolysin (CDS_0026) transcriptional regulator (CDS_0038)
24 DISARM_2__ drmMII (CDS_0032)
RT_III-AM_III-B_2 (CDS_0021) | 2325 | 27 28 29 30 31 33 34 35 36 37 | 39
PP D GA@E-@&EH O ECH-AINED

IMGVR_UViG_3300029056_000315|3300029056|Ga0169699_100250[1-44355 9884:33495(+)

tail fiber assembly ﬂotein (CDS_0022)
endolysm (CDS_0026)

DISARM_2_ drmMII (CDS_0032) transcriptional regulator (CDS_0037)
RT_III-AM_III-B_2 (CDS_0021) 23T25 27 2829 30 31 33 34 35 36 | 38

IMGVR_UViG_3300045988_165809|3300045988|Ga0495776_156506 9884:34604(+)
tail fiber assembly protein (CDS_0022)

endolysin (CDS_0026) transcriptional regulator (CDS_0041)
24 DISARM_2_ drmMII (CDS_0032) lysM motif protein (CDS_0036)
RT_III-AM_III-B_2 (CDS_0021) 2}?275 27 28 29 30 31 88 34 35 37 38 39 40 42
PR DB dA@ED-@&EH DD - @ -G H-A DD

SAMEA2580118_al_ct7286_vs1 9884:39990(+)

tail fiber assemblyﬁotein (CDS_0022)
DNA methyltransferase (CDS_0028)

\ DNA methyltransferase (CDS_0029) MutT/NUDIX hydrolase (CDS_0040)
endolysin (CDS_0026) methyltransferase (CDS_0038) membrane-flanked domain (CDS_0045)
24 DNA helicase (CDS_0034) transcriptional repEssor (CDS_0046)
RT_III-AM_III-B_2 (CDS_0021) | 23]25 30 31 3233 353637 | 39 |4142 43integrase (CDS_004%) 47
_D-I-—!I»!l“-—-ll—_)m-ﬂ—_-d—ﬂ»ﬂ

uvig_201684 9884:42705(+)

transcriptional repressor (CDS_0022)
RT_III-AM_III-B_2 (CDS_0021) | CDS_0023

MGV-GENOME-0221952 9878:21329(+)

transcriptional repressor (CDS_0022)
RT_III-AM_III-B_2 (CDS_0021) T CDS_0023

MGV-GENOME-0222322 9878:21390(+)
membrane—ﬂankedﬁ@omain (CDS_0023)
transcriptional repressor (CDS_0024)

thioredoxin domain (CDS_0021)
22 | | 25

—
1
|

MGV-GENOME-0268516 9879:21775(+)

tail fiber assembly protein (CDS_0022)
transcriptional repressor (CDS_0029)
amidase (CDS_0026)

RT_III-AM_III-B_2 (CDS_0021) ‘ 231'2_]; 27 28 | 30

I i
| |
| %

uvig_364997 9878:25002(+)

membrane-flanked domain (CDS_0022)
transcriptionmegulator (CDS_0023)
20 21 | | 24

=
w

uvig_337887 9477:22508(+)

membrane-flanked domain (CDS_0021)
transcriptionaTregulator (CDS_0022)
CDS 0020 | [ €DS 0023

MGV-GENOME-0214711 9471:19966(+)

transcriptional regulator (CDS_0024)
20 21 22 23 | 25

MGV-GENOME-0250762 9473:20763(+)

membrane-flanked domain (CDS_0024)
transcriptionzfregulator (CDS_0025)
21 22 23 | [ 26

IMGVR_UViG_3300045988_128633|3300045988|Ga0495776_162823 9878:22971(+)

membrane-flanked domain (CDS_0022)
transcriptionaﬁ'egulator (CDS_0023)
CDS 0021 | CDS 0024
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tail fiber assembly protein (CDS_0023)
minor tail protein (CDS_0030)
RT_III-AM_III-B_2 (CDS_0022)
endolysin (CDS_0027)
‘ 25 34

21 2426 | 2829 33 35

—£
z

MGV-GENOME-0352384 9884:26491(+)

transcriptional regulator (CDS_0032)
21 ParB-like partition protein (CDS_0028)
2223 24 252627 29 30 31 | 33

i#

uvig_42225 9878:28208(+)

membrane-ﬂgnked domain (CDS_0003)

transcriptiongl repressor (CDS_0004)

ParA-like par‘titio‘n protein (CDS_0001)
2 5

\MGVR_UViG_330-0029230_OOO170|3300029230\630168685_100040\ 107326-145587 1:5389(+)
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DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
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