CDS_0031

CDS_0032 CDS_0036 CDS_0038  amidoligase enzyme (CDS_0040)
CDS_0029 CDS_0030 CDS_0033 CDS_0034 CDS_0035 CDS_0037 { CDS_0039 { CDS_0041 CDS_0042
MGV-GENOME-0320106 24893:31837(+)
CDS_0036 CDS_0039

MGV-GENOME-0293041 24918:31861(+)

CDS_0033 Retron_VI_HTH (CDS_0037)
P X kKK K e
MGV-GENOME-0297092 24909:31845(+)
CDS_0028 CDS_0031 CDS_0033 CDS_0036
MGV-GENOME-0300574 23999:31713(+)

amidoligase enzyme (CDS_0040) CDS_0043
CDS_0041 CDS 0042 CDS 0044

K < H O

CDS_0036

IMGVR_UViG_3300045988_063100|3300045988|Ga0495776_000880 24930:32048(+)

CDS_0032
CDS_0025 CDS_0026 Arc-like repressor (CDS_0027) CDS_0031 CDS_0033 CDS_0036

MGV-GENOME-0267675 21589:29832(+)

CDS_0032
CDS_0026 CDS_0031 CDS_0033 CDS_0036

MGV-GENOME-0259828 21610:30102(+)

CDS_0031
" [ cDS_0032CDs 0033

<
9]
<
(9]
o
z
[©]
<
=
(@}
]
[od
o
)
a
@
N
~
~
~
N
N
©
N
N
[N

e
CDS_0035CDS_0036

c
=<

(5]
=
o
=
o
e
N
[N
N
wW
W
wW
[
=
EN

@
+

)
CDS_0032CDS_0033

IMGVR_UViG_3300045988_044722|3300045988|Ga0495776_130188 23801:31033(+)

CDS_0032CDS_0033

c
<
w
N}
o
E
©
&}
N
[}
®©
o
=
[&)
=
o
@
o

(+)
CDS_0076CDS_0077

mVR7UVi6733000459887098356|3300045988\Ga0495776705645 1 48435:55636(+)
CDS_0014CDS_0013 Retron_VI_HTH (CDS_0010)

<
Q
<
(9]
m
z
@]
<
T
o)
W
W
o
o~
o~
[=N
N
[oN
=N
~N
el
jos}
W
S

)
CDS_0032CDS_0033

WVR7UVi6733OOO459887185804|33OOO45988\Ga04957767151511|2»54765 23861:31080(+)
CDS_0030CDS_0031

IMGVR_UViG_3300045988_070359|3300045988|Ga0495776_177874 21646:27255(+)

CDS_0029 CDS_0030

o
S}
s}
@©
N
W
@
N
e
©
=
w
N}
~
N
s
©

<
Q
<

©
m
z
o
<
m

(+)
CDS_0029CDS_0030 CDS_0035

c
<

[
w
@
e
0
o
o
N
i~
o
)
©
N)
@©
G
>
~

. : (+)
CDS_0029CDS_0030

—
MGV-GENOME-0323137 21628:28547(+)
CDS_0034

<
Q
5
(9]
m
z
O
<
w
S
N
w1
—
~
N
=~
N
w
[e5}
~
N
N
el
[e5}
N
&
+

)
hemolysin (CDS_0033)

<
(9)
<
©
m
z
o
<
m
(@}
N
N
o
a
i
N
N
W
~N
©
=S
N
0
~
=
2
n

)
CDS_0033

—
MGV-GENOME-0271035 23853:29867(+)
CDS_0032CDS_0033

<
9)]
<
9]
o
Z
@]
<
m
(@}
@
)
o
)
5
>
N
[
@
o
=
N
0
@
0
a

+)

hemolysin (CDS_0034) transcriptional repressor (CDS_0040)
CDS_0033 peptidase (CDS_0035) CDS_0041

mVR,UViG,3SOOO45988,08 1879/3300045988|Ga0495776_152126 23857:31716(+)

hemolysin (CDS_0034)
CDS_0033 peptidase (CDS_0035)

MGV-GENOME-0326559 23857:31716(+)

hemolysin (CDS_0033) transcriptional repressor (CDS_0039)
CDS_0032 peptidase (CDS_0034) CDS_0041

m\/R7UVi6733000459887066825|3300045988\(3304957767113096 23849:31709(+)

CDS_0032
CDS_0033endolysin (CDS_0034)

(+)

c
<
~
N
(&)
N
o
)
N
[}
®
=
N
w
s
~
N
~

CDS_0032
CDS_0033endolysin (CDS_0034)

MGV-GENOME-0332574 23897:30899(+)

CDS_0033 peptidase (CDS_0034) CDS_0040
—
OTU_3079 23848:30710(+)

CDS_0029
CDS_0030endolysin (CDS_0031) CDS_0037

c

<

w
(o]
©
~
o~
©
N
=
o
[ol
hel
N
©
~N
@
jos)

(+)

hemolysin (CDS_0033)

OED— DD D
MGV-GENOME-0283403 23623:28133(+)
CDS_0033
MGV-GENOME-0252801 23626:28160(+)
CDS_0029 CDS_0033

I s B S e IR | S I SO, N R,

MGV-GENOME-0264132 21799:28206(+)
CDS_0029 CDS_0033

—
(+)
3000 nt 1

<
Q
<
(9]
m
z
[®]
<
m
(@}
IN]
o
o
N
o
)
N
i~
©
o
=
N
@
IN)
=
-

DNA, RNA and nucleotide metabolism lysis other transcription regulation unknown function Defence
— N I



