
MGV-GENOME-0210084 20400:29764(+)

CDS_0024

CDS_0025
CDS_0026

CDS_0027
CDS_0028

RT_III-AM_III-B_2 (CDS_0029)

CDS_0030

endolysin (CDS_0031)

CDS_0032
CDS_0033

transposase (CDS_0034)
terminase small subunit (CDS_0035)

CDS_0036
CDS_0037

MGV-GENOME-0219568 20341:29884(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

endolysin (CDS_0030)
CDS_0034

MGV-GENOME-0210284 20316:29797(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

endolysin (CDS_0030)

MGV-GENOME-0201084 20316:28157(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

MGV-GENOME-0211404 19881:28567(+)

Reverse transcriptase (CDS_0028) endolysin (CDS_0029)

MGV-GENOME-0215430 20404:30733(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

endolysin (CDS_0030)
CDS_0034

MGV-GENOME-0206825 20340:29192(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

endolysin (CDS_0030)

MGV-GENOME-0206284 20316:29105(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

CDS_0030 CDS_0034

MGV-GENOME-0209037 19996:28981(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

MGV-GENOME-0210608 20319:28301(+)

RT_III-AM_III-B_2 (CDS_0028)
endolysin (CDS_0029)

MGV-GENOME-0209526 20340:29660(+)

RT_III-AM_III-B_2 (CDS_0028)

CDS_0029
endolysin (CDS_0030)

CDS_0033 CDS_0034

MGV-GENOME-0210389 20427:29816(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

CDS_0030 CDS_0034

MGV-GENOME-0209250 19966:28890(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

CDS_0030

MGV-GENOME-0212706 20493:30229(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

MGV-GENOME-0218501 20317:31295(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

CDS_0030
acetyltransferase (CDS_0034)

CDS_0035

MGV-GENOME-0199105 20315:27812(+)

CDS_0028

RT_III-AM_III-B_2 (CDS_0029)

CDS_0030
endolysin (CDS_0031)

MGV-GENOME-0224134 20722:32245(+)

RT_III-AM_III-B_2 (CDS_0028)
endolysin (CDS_0029)

31 32 33
Retron_VI__HTH (CDS_0034)

35 36

MGV-GENOME-0218532 20696:31300(+)

31 32 33 34 35

MGV-GENOME-0237709 20315:30614(+)

RT_III-AM_III-B_2 (CDS_0028)
endolysin (CDS_0029)

CDS_0033
CDS_0034

MGV-GENOME-0216564 20720:30947(+)

29 32
transposase (CDS_0033)

3435 36

MGV-GENOME-0219905 20786:31536(+)

Reverse transcriptase (CDS_0028)
32 33

translation elongation factor (CDS_0034)

35 36 37

MGV-GENOME-0218537 20695:31300(+)

32
transposase (CDS_0033)

34 35 36

MGV-GENOME-0269036 20787:33284(+)

31
transposase (CDS_0032)

33 34 35 36 37 38

MGV-GENOME-0222049 20700:31907(+)

31 32 33 34 35 36

MGV-GENOME-0245496 20695:32743(+)

31
transposase (CDS_0032)

33 34 35 36 37

MGV-GENOME-0239076 20784:31917(+)

31 32 33 34 35 36

MGV-GENOME-0222377 20680:31962(+)

31 32 33 34 35 36 37

MGV-GENOME-0245983 20811:30619(+)

CDS_0032
transposase (CDS_0033)

CDS_0034

RelE-like toxin (CDS_0035)

MGV-GENOME-0214245 20720:30521(+)

CDS_0032
transposase (CDS_0033)

CDS_0034

MGV-GENOME-0211223 20696:29957(+)

CDS_0031
CDS_0032 CDS_0033

MGV-GENOME-0211967 20700:30091(+)

CDS_0031
CDS_0032 CDS_0033

MGV-GENOME-0211571 20430:30016(+)

CDS_0031
transposase (CDS_0032)

CDS_0033

MGV-GENOME-0216271 20695:30892(+)

CDS_0031
transposase (CDS_0032)

acetyltransferase (CDS_0033)

CDS_0034

MGV-GENOME-0215060 20784:30666(+)

CDS_0031
CDS_0032 acetyltransferase (CDS_0033)

MGV-GENOME-0212923 20256:30275(+)

31 32 33
34

35

MGV-GENOME-0211660 20347:30034(+)

CDS_0031

transposase (CDS_0032)
CDS_0033

CDS_0034

MGV-GENOME-0220911 20865:31709(+)

31 32 33 34 35

MGV-GENOME-0203102 20720:28523(+)

CDS_0032 CDS_0033

MGV-GENOME-0205570 20716:28976(+)

CDS_0032 CDS_0033

MGV-GENOME-0205605 20695:28982(+)

CDS_0031
CDS_0032

MGV-GENOME-0208983 20781:29564(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0202985 20782:28505(+)

hemolysin (CDS_0031)

MGV-GENOME-0212216 20289:30138(+)

CDS_0030
CDS_0032

CDS_0033

acetyltransferase (CDS_0034)

CDS_0035

MGV-GENOME-0210323 20724:29804(+)

CDS_0032
CDS_0033 CDS_0034

MGV-GENOME-0209560 20724:29665(+)

CDS_0032
transposase (CDS_0033)

CDS_0034

MGV-GENOME-0220847 20729:30782(+)

CDS_0032
CDS_0033

CDS_0034
CDS_0035

MGV-GENOME-0224317 20285:32275(+)

32 33
acetyltransferase (CDS_0034)

35 36 37 38 39 40

MGV-GENOME-0211503 20720:30004(+)

32 3334 35 36

MGV-GENOME-0256862 20261:34570(+)

31
transposase (CDS_0032)

33 34
MazEF__MazF (CDS_0035)

36 37 Retron_VI__HTH (CDS_0038)

MGV-GENOME-0202070 20396:28344(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029 CDS_0031

MGV-GENOME-0198900 20403:27776(+)

Reverse transcriptase (CDS_0028)
endolysin (CDS_0029)

CDS_0030

MGV-GENOME-0198199 20317:27654(+)

Reverse transcriptase (CDS_0028)

CDS_0029
CDS_0030

MGV-GENOME-0197346 20320:27504(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0029

endolysin (CDS_0030)
CDS_0031

MGV-GENOME-0197210 18623:27053(+)

Reverse transcriptase (CDS_0028)

29
endolysin (CDS_0030)

31 32

MGV-GENOME-0261789 20285:37238(+)

32
transposase (CDS_0033)

34 35 36 37
DNA methyltransferase (CDS_0038)

39 40 41 42
43

44 45

MGV-GENOME-0259345 20810:36792(+)

32
transposase (CDS_0033)

34 35 36 37 38 39 40 41 42 43

MGV-GENOME-0252488 20865:37155(+)

31
transposase (CDS_0032)

33 34 35 36 37 38 39 40 41 42

MGV-GENOME-0267791 20894:39863(+)

32
transposase (CDS_0033)

34 35 36 37 38 39 40 41 42 43 44 45 46 47

MGV-GENOME-0266504 20783:39602(+)

32
transposase (CDS_0033)

endonuclease (CDS_0034)

35 36 37 38 39 40 41 42 43 44 45 46 47

MGV-GENOME-0254106 20375:37438(+)

32
transposase (CDS_0033)

34 35 36 37 38 39 40 41 42
43

44 45

uvig_275570 19596:27060(+)

CDS_0031
transposase (CDS_0032)

acetyltransferase (CDS_0033)

uvig_140623 3:7660(-)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0001)
CDS_0002

CDS_0003
CDS_0004

MGV-GENOME-0206288 20809:29106(+)

CDS_0032

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0209994 20933:29659(+)

24 RT_III-AM_III-B_2 (CDS_0028)

peptidase (CDS_0029)

30 31
transposase (CDS_0032)

33 34

MGV-GENOME-0208373 20933:29367(+)

peptidase (CDS_0029) 30 31
transposase (CDS_0032)

33 34

SAMEA2737731_a1_ct113884_vs1 20905:32554(+)

endolysin (CDS_0029) 30

hemolysin (CDS_0031)
transposase (CDS_0032)

33 34 35

MGV-GENOME-0209947 20932:29652(+)

29 30

hemolysin (CDS_0031)
transposase (CDS_0032)

33

MGV-GENOME-0199249 20924:27835(+)

peptidase (CDS_0030) 31

hemolysin (CDS_0032)
transposase (CDS_0033)

34 35

uvig_313397 20981:34389(+)

endolysin (CDS_0029) 30

hemolysin (CDS_0031)
transposase (CDS_0032)

33 34 35 36 37 38 39 40

MGV-GENOME-0249931 20926:33679(+)

endolysin (CDS_0029) 30 31
transposase (CDS_0032)

33 34 35 36 37 38 39

MGV-GENOME-0201839 20528:28204(+)

29 30 31 32 33

MGV-GENOME-0201031 20528:28056(+)

CDS_0029

CDS_0030
CDS_0031

CDS_0032

MGV-GENOME-0210574 20528:28900(+)

29 30
hemolysin (CDS_0031)

32 33 34

MGV-GENOME-0203005 20528:28414(+)

29 30
hemolysin (CDS_0031)

32 33

MGV-GENOME-0204310 20528:28642(+)

29 30 31 32 33

MGV-GENOME-0193707 18378:26780(+)

26 27 28 29 30 31

SAMN09781717_a1_ct77543_vs1 20585:28907(+)

29 30 31 32 33 34

MGV-GENOME-0205761 20148:28906(+)

CDS_0026
hemolysin (CDS_0033)

transposase (CDS_0034)

MGV-GENOME-0199656 20148:27807(+)

hemolysin (CDS_0033)

MGV-GENOME-0198561 20148:27615(+)

hemolysin (CDS_0033)
CDS_0034

MGV-GENOME-0227946 20148:27754(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0201044 20148:28045(+)

hemolysin (CDS_0033) CDS_0034

MGV-GENOME-0208869 20100:29440(+)

hemolysin (CDS_0033)
CDS_0034

CDS_0035

MGV-GENOME-0204682 20148:28707(+)

hemolysin (CDS_0033)
CDS_0034

CDS_0035
CDS_0036

MGV-GENOME-0214608 20160:28445(+)

hemolysin (CDS_0033)
CDS_0034

CDS_0035

MGV-GENOME-0203555 20100:28498(+)

hemolysin (CDS_0033)
CDS_0034 CDS_0035

MGV-GENOME-0204374 20148:28643(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0202503 20148:27361(+)

CDS_0033 CDS_0034

MGV-GENOME-0206907 20148:29098(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0200776 20148:27994(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0204149 20100:28601(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0207414 20148:28547(+)

CDS_0033
CDS_0034

CDS_0035

MGV-GENOME-0198858 20148:27662(+)

CDS_0033

MGV-GENOME-0215903 20148:28551(+)

CDS_0034
CDS_0035

CDS_0036
transcriptional regulator (CDS_0037)

MGV-GENOME-0215541 20148:30647(+)

hemolysin (CDS_0033)
transposase (CDS_0034)

35

transcriptional regulator (CDS_0036)

37 38

MGV-GENOME-0210568 20145:29740(+)

hemolysin (CDS_0033)
34 35 36 37 38 39

MGV-GENOME-0227252 18860:28992(+)

tail protein (CDS_0023)
RT_III-AM_III-B_2 (CDS_0029)

30
31

32 33
transposase (CDS_0034)

35

transcriptional regulator (CDS_0036)

37

MGV-GENOME-0242748 20340:35614(+)

28

Reverse transcriptase (CDS_0029)

30
endonuclease (CDS_0031)

32 33 34 35 36 37 38 39 40
41

42 43

MGV-GENOME-0198486 19359:27710(+)

27 28 29 30 31

MGV-GENOME-0252745 20918:37110(+)

endolysin (CDS_0029) 30

holin (CDS_0031)
transposase (CDS_0032)

33 34 35 36 37 38 39 40 41 42 43 44

MGV-GENOME-0263318 20902:36572(+)

29 30

holin (CDS_0031)
transposase (CDS_0032)

33 34

DNA methyltransferase (CDS_0035)

36 37 38 394041 42 43 44

MGV-GENOME-0253246 20872:37205(+)

29 30

holin (CDS_0031)
transposase (CDS_0032)

33 34 35 36 37 38 39 40 41 42 43
44

45 46 47

uvig_199468 20929:39269(+)

endolysin (CDS_0029)
30 31

Gao_Qat__QatD (CDS_0032)

33 34
DNA methyltransferase (CDS_0035)

36 37 38 39 40 41 42 43 44

MGV-GENOME-0265034 20908:36777(+)

endolysin (CDS_0029) 3031 32 33 34 35 36 37 38 39 40 41 424344 45 46 47

MGV-GENOME-0263072 20899:34597(+)

endolysin (CDS_0029) 30

holin (CDS_0031)
transposase (CDS_0032)

33 34 35 36 37 3839 40 41 42 43 44

MGV-GENOME-0205746 20922:28920(+)

29 30

holin (CDS_0031)
transposase (CDS_0032)

33 34

MGV-GENOME-0215054 20887:30577(+)

29

holin (CDS_0030)
transposase (CDS_0031)

32 33

MGV-GENOME-0218463 20886:31199(+)

29 30
holin (CDS_0031)

32 33 34 35 36 37 38

MGV-GENOME-0208257 19968:29333(+)

22 27 28 29 30 31 32 33

7000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence


