
IMGVR_UViG_3300045988_108346|3300045988|Ga0495776_150076 21133:46045(+)

28 29 30
radical SAM domain-containing protein (CDS_0031)
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36

peptidase (CDS_0037)

38 39 40

transposase (CDS_0041)

42 43
integrase (CDS_0044)

Retron_VI__HTH (CDS_0045)

46

Retron_VI__HTH (CDS_0047)
Retron_VI__HTH (CDS_0048)

4950
51

52

anti-repressor (CDS_0053)

transcriptional regulator (CDS_0054)

IMGVR_UViG_3300045988_103763|3300045988|Ga0495776_187391 21135:42456(+)

33 34 35
36

peptidase (CDS_0037)

38 39 40

transposase (CDS_0041)

42
43

Retron_VI__HTH (CDS_0044)
Retron_VI__HTH (CDS_0045)

46

IMGVR_UViG_3300045988_074927|3300045988|Ga0495776_181376 21138:41027(+)

33 34 35
36

peptidase (CDS_0037)

38 39 40

transposase (CDS_0041)

42
43

IMGVR_UViG_3300045988_069989|3300045988|Ga0495776_122146 21135:43051(+)

transposase (CDS_0033)
34 35 36

37
peptidase (CDS_0038)

39 40 41
transposase (CDS_0042)

43

uvig_443657_ 53974:73388(+)

81

Reverse transcriptase (CDS_0082)

83
84

peptidase (CDS_0085)

86 87 88

transposase (CDS_0089)

90 91 92
integrase (CDS_0093)

94

SAMN09781774_a1_ct158840_vs1 21080:49619(+)

33 34 35
36

peptidase (CDS_0037)

38 39 40
transposase (CDS_0041)

42

Druantia_II__DruM (CDS_0043)

44 45 46 47 48
integrase (CDS_0049)

50 51 54 5556
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DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function Defence


