endolysin (CDS_0190)

CDS_0182 CDS_0184 CDS_0189 CDS_0192
CDS_0178 CDS_0179 CDS_0180 CDS_0181 CDS_0183 —‘EDS_OJ.SS CDS_0186 CDS_0187CDS_0188 CDS_0191
{ < KK KK KKK 4 K X K a
NC_061443.1 156988:168039(+)
CDS_0172 CDS_0180 CDS_0181
¢ B KK KK KK K K X K po|
NC_061442.1 153211:163284(+)
GTP-binding domain (CDS_0179) CDS_0184
¢ H K KK [ K K K K
NC_061446.1 155530:163922(+)
CDS_0192 CDS_0194
K KK T K K K p O
NC_047995.1 162068:168291(+)
CDS 0185 CDS_ 0186
K K K K X K K |
NC_061449.1 162333:169173(+)
CDS_0185 CDS_0187 CDS_0188 CDS_0192 CDS_0197
< K KK K O S (O o K X HEK

NC_047880.1 157582:166980(+)

t 4000 nt {

lysis other unknown function



