CDS_0012 RT_III-AM_I11-B_2 (CDS_0017) CDS_0020

€DS_0013 €DS 0018 CDS_0021
cDs 0011] | CDS_0014 CDS_0015 CDS_0016 | Tail fiber protein (CDS_0019) CDS 0022

Y, L — B A

IMGVR_UViG_3300045988_102087|3300045988|Ga0495776_012427 11653:28782(+)

CDS_0017 RT_III-AM_III-B_2 (CDS_0019)
MGV-GENOME-0365947 12552:29827(+)
CDS_0017
CDS_0018
uvig 217144 12352:29688(+)
CDS_0017 CDS_0020

0 I N Y U ol e I I

MGV-GENOME-0368362 15024:32002(+)

CDS_ 0020

o0 ) e

Y,

uvig 321896 14162:31359(+)

CDS_0018
MGV-GENOME-0366680 12863:30174(+)
CDS_0019 tail fiber protein (CDS_0022)

g U oo

oD

IMGVR_UViG_3300045988_072035|3300045988|Ga0495776_011594 13003:30458(+)

{0 ) e,

RT_III-AM_III-B_2 (CDS_0019)

IMGVR_UViG_3300045988_085690|3300045988|Ga0495776_115043 11809:28373(+)
homing endonuclease (CDS_0010)
CDS_000§ CDS_0011 CDS_0016
uvig 250486 11033:30664(+)
endonuclease (CDS_0011) CDS_0016 CDS_0017 CDS_0018
uvig 131633 11180:29822(+)
CDS_0016 CDS_0017 CDS_0018

o+ DD o ] —— 0 e I

IMGVR_UViG_3300045988_085378|3300045988|Ga0495776_011920 11200:29887(+)

CDS_0016 CDS_0017
Uvig 233300 12443:29484(+)
CDS.0015  CDS.0016 CDS_0017
IMGVR_UVIG_3300045988_073520|3300045988|Ga0495776_000389 10188:28374(+)
CDS_0016 CDS_0017 CDS_0020
IMGVR_UVIG_3300045988_096827|3300045988|Ga0495776 095930 10886:26037(+)
CDS.0017 CDS_0018 CDS_0019
Uvig_66553 13057:31808(+)
CDS_0015 CDS_0016 CDS_0017

[ Y, ol ) —0 ) e B

uvig 327699 11546:29695(+)

CDS 0025
CDS_0017. CDS_0018 | cDs_0026
IMGVR_UViG_3300045988 099930|3300045988|Ga0495776 057318 12108:30956(+)
CDS_0016 CDS_0017 CDS 0018
MGV-GENOME-0365969 11200:30052(+)
CDS_0015 CDS_0016
MGV-GENOME-0365800 11183:29218(+)
CDS_0016. CDS_0017 CDS_0018
IMGVR UVIG_3300013752 000002|3300013752|Ga0117817_1000005 12866:31753(+)
CDS_0033 CDS_0034
uvig 496831 17794:36031(+)
CDS_0014 CDS_0015 CDS_0016

{00 o e NN A

MGV-GENOME-0365817 10698:29462(+)

CDS_0017 CDS_0018 CDS_0019

EO-O00 1 —iC0 DO

uvig 109319 11993:30186(+)

CDS_0017 CDS_0018
IMGVR UVIG 3300045988 086314|3300045988|Ga0495776 005386 11993:30230(+)

CDS 0015 CDS_0016 CDS_ 0017
IMGVR UVIG_3300045988 059147|3300045988|Ga0495776 011611 11543:29505(+)

CDS_0015 CDS_0016 CDS_0017
uvig_480273 11543:29832(+)
CDS 0010 CDS_0014 CDS_0016 CDS_0017 CDS_0018
MGV-GENOME-0364290 11060:29352(+)

CDS_0017

IMGVR_UViG_3300045988_062778|3300045988|Ga0495776_056930 12412:30406(+)

CDS_0016

OO0 ol 1 O

uvig_546597 12090:29191(+)

CDS_0015
I I B VY o - O A0
uvig 590366 10503:29167(+)
CDS.0016 CDS_0017 CDS_0018
I Y O J — ) A
uvig_379596 11545:29586(+)
CDS_0016 CDS 0017
(I DY, 1O — ) ) B
IMGVR_UVIG_3300008520_000004/3300008520|Ga0111044. 100220 11722:29836(+)
CDS_0015 CDS 0016

DD D0 — ) A
MGV-GENOME-0366430 11183:29315(+)

CDS_0017
OO0 Ol — O 100
uvig 104008 14123:32362(+)

CDS_0015 CDS_0017
I Y, O —E 0 1000

uvig 139359 11546:29626(+)

- 00

IMGVR_UViG_3300045988_088535|3300045988|Ga0495776_075619 14123:30455(+)

CDS_ 0017  CDS_0018 CDS_0019

HEO—{ 0 ) eI

g

CDS_0014 CDS_0015 CDS_0016
OO0 ), — — Ol OO
IMGVR_UViG_3300045988_109072|3300045988|Ga0495776 000161 10549:28845(+)

CDS_0014 CDS_0015 CDS_0016
-0 X — — ) )

MGV-GENOME-0364767 10549:28845(+)

CDS_0016 CDS_0017

O 00 o — 0 ) I

IMGVR _UViG_3300045988_102802|3300045988|Ga0495776_012090 11183:29620(+)
CDS_0014 CDS_0015 CDS_0022 CDS_0023

000 ) —00 OAEDD

IMGVR_UViG_3300045988_094930|3300045988|Ga0495776_076192 11582:29649(+)

CDS_0019 CDS_0020 CDS_0021

o 0 ) ) — 0 e

IMGVR_UViG_3300045988_065226|3300045988|Ga0495776_011943 11549:29765(+)

CDS_0017 CDS_0018 CDS_0019 RT_III-AM_I11-B_2 (CDS_0020)
MGV-GENOME-0363117 10492:28428(+)
CDS_0017 CDS_0018 CDS_0019

I B O ) —00 D

uvig 149088 11991:30813(+)

CDS_0017 CDS_0018
IMGVR_UViG_3300029045_000077|3300029045|Ga0169661 100079|74-135263 11993:25691(+)
CDS_0016
uvig 250257 10894:30933(+)
CDS_0017
uvig 231502 10283:30300(+)
CDS_0017

IMGVR_UViG_3300045988_094290|3300045988|Ga0495776_005338 11554:31691(+)

CDS_0015

O o D0

IMGVR_UViG_3300045988_074294|3300045988|Ga0495776_075728 10421:30122(+)

U
T
O
:

CDS_0016

O {5 0b

IMGVR_UViG_3300045988_092463|3300045988|Ga0495776_092446 10978:29604(+

:

CDS_0016

OO 00 U b A

uvig 28821 12041:30301(+)

CDS_0014

O P U —00 -

IMGVR_UViG_3300045988_084713|3300045988|Ga0495776_011833 11459:30600(+)

CDS_0014 tail protein (CDS_0019)

I N, Y O Ol DD

Ma_2019_SRR413584 NODE_140_length_94971 cov_2.951873 10603:28719(+)

CDS_0015
I B s B b Y U - o g B
Wvig 78684 10292:29352(+)

CDS_0014
I N s B D Y U — ) s B

IMGVR_UViG_3300045988_105081|3300045988|Ga0495776_076088 9782:28542(+)

CDS_0015

I/ N N, B Y i —— 0 e

IMGVR_UViG_3300045988_082138|3300045988|Ga0495776_012062 10674:30309(+)

CDS_0016

I, . Y U al A

IMGVR_UViG_3300045988_072434|3300045988|Ga0495776_000008 10908:29173(+)

CDS_0015
MGV-GENOME-0367438 9763:29112(+)

CDS_0014 CDS 0020
IMGVR_UViG_3300045988_090361|3300045988|Ga0495776_056830 10967:27175(+)

CDS_0014
MGV-GENOME-0366725 11429:30359(+)

CDS_0015

MGV-GENOME-0338055 10427:30051(+)

CDS_0016

I s Y U ol e I

uvig 391637 11293:28973(+)

CDS 0015

I I e VY

MGV-GENOME-0366536 11256:30186(+)

:

CDS_0069
R s B L ) D oA
MGV-GENOME-0357001 62708:81754(-)

CDS_0015
O Y ) — ) O
IMGVR_UViG_3300045988_105644[3300045988|Ga0495776_012138 10427:30042(+)

CDS_0015
DD DY ! — 0

MGV-GENOME-0365175 10545:26006(+)

RT_III-AM_I11-B_2 (CDS_0018)
CDS_0014 CDS_0020 CDS_0021

I B s Y - — B L {5

IMGVR_UViG_3300045988_115720|3300045988|Ga0495776_011921 10428:28261(+)

CDS_0013

I B Y ) 00 L -

MGV-GENOME-0345926 9767:28094(+)

CDS_0015

I N, W, Y L Ol L

uvig_50555 10905:29208(+)

CDS_0014

[ s e Y U — 0 L -

IMGVR_UViG_3300045988_086312|3300045988|Ga0495776_143291 10485:28686(+)
CDS_0015

I ;Y ) ol ) IDe D

IMGVR_UViG_3300045988_077588|3300045988|Ga0495776_000508 11001:28443(+)

CDsS_0015 CDS_0020

I N, s W Y ) Ol e I

MGV-GENOME-0366525 10905:29946(+)

CDS_0017

OO0 o 0 A

IMGVR_UViG_3300045988_079596|3300045988|Ga0495776_011692 11928:30072(+)

CDS_0018

I, B, by Ol —— D L o0

IMGVR_UViG_3300045988_073245|3300045988|Ga0495776_005328 12821:31541(+)

CDS_0017 CDS_0020

OO0 o g ) e B

IMGVR_UViG_3300045988_068674|3300045988|Ga0495776_092650 11989:29962(+)
CDS_0017

OO o Ol A

uvig 44313_ 11989:28510(+)

CDS_0019

D ! o B 1 I B S W

uvig 154858 12419:30044(+)

CDS_0017 CDS_0018 CDS_0021 CDS_0022
MGV-GENOME-0365541 11083:29758(+)

CDS_0017 CDS_0018
IMGVR_UVIG_3300045988_095504|3300045988|Ga0495776 057101 11083:26887(+)

CDS_0017 CDS_0018 CDS_0022
MGV-GENOME-0353911 11083:27596(+)

CDS_0017 CDS_0018 RT_III-AM_III-B_2 (CDS_0019)
uvig 38811 11083:27596(+)

CDS_0019 CDS_0023
uvig 559066 14730:31433(+)
CDS_0017 CDS_0018 CDS_0019 CDS_0020

uvig_548417 13913:29674(+)

RT_I1I-AM_III-B_2 (CDS_0022)

{0 T — 0 e B

MGV-GENOME-0367688 14487:30898(+)

RT_III-AM_I11-B_2 (CDS_0019)

O U —0BC 7 O

uvig 82161 14443:30620(+)

CDS_0017
MGV-GENOME-0366569 12080:30009(+)
CDS_0017
uvig_549363 13913:31007(+)
CDS_ 0015 CDS 0016
00 O 1 ) I
OTU_164 11185:27402(+)
CDS_0018 CDS 0019 CDS_0020
IMGVR_UViG_3300029134_000002|3300029134|Ga0168775_100181 13743:31078(+)
CDS_0014
] cDs_0015 CDS_0019
MGV-GENOME-0367681 13060:30969(+)
CDS_0019. CDS_0020
MGV-GENOME-0338480 13372:30614(+)
CDS 0018  CDS.0019 CDS_0020

O DD o a — 0 L A0

uvig 223102 13018:30960(+)

tail sheath (CDS_0017)
CDS_0016 CDS_0018

IMGVR_UViG_3300045988_062748|3300045988|Ga0495776_012539 11183:29039(+)
CDS_0015CDS_0016 CDS_0017
MGV-GENOME-0365790 11543:28767(+)
CDS_0015 CDS_0016
uvig 296773 11543:28800(+)
CDS_0016 CDS_0017 CDS_0018

o OO0 i e N L A0

IMGVR_UViG_3300045988_085723|3300045988|Ga0495776_037762 10718:28724(+)

CDS_0018 CDS_0019 CDS_0020

{00 O — — 0 e I

IMGVR_UViG_3300045988_091570|3300045988|Ga0495776_056879 12083:29962(+)

CDS_0018 CDS_0019 CDS_0020

o DD O — —— 0 )

MGV-GENOME-0366090 12083:29962(+)

CDS_0017 CDS_0018 CDS_0019
MGV-GENOME-0366050 11742:30024(+)

CDS_0016  CDS_0017 CDS_0018 CDS_0021
IMGVR_UViG_3300045988_074622|3300045988|Ga0495776_143084 11100:27615(+)

CDS_0016 CDS_0017 CDS_0018
uvig-81290 11100:28709(+)

CDS_0015 CDS_0016 CDS_0017

MGV-GENOME-0365679 11185:28433(+)

CDS_0016 CDS_0017 CDS_0021

80 Ol —PD) ) W

MGV-GENOME-0364556 11100:27682(+)

CDS_0022
CDS_0020 CDS_0021] CDS_0024
o 0 DO ! 1000

MGV-GENOME-0364621 11715:28199(+)
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DNA, RNA and nucleotide metabolism head and packaging tail unknown function Defence



