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TemPhD_cluster_30470 16403:24562(+)
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CDS 0028
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TemPhD_cluster_37585_ 16765:25095(+)

CDS_0028
CDS.0027 | CDS_0029
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TemPhD_cluster_14999 16765:25195(+)
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TemPhD_cluster 51489 16765:24684(+)

CDS_0029
CDS 0028 |  CDS.0030

—
TemPhD_cluster_37595_ 16844:24963(+)
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TemPhD_cluster_51378 16456:24438(+)

CDS_0028
CDS.0027 | CDS.0029
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TemPhD_cluster_62359 16767:25011(+)

CDS_0028
CDS_0027 | CDS_0029
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TemPhD_cluster_62407 16755:24837(+)
CDS_0038
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RNA-binding protein (CDS_0036)
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uvig_577492 25319:32909(+)
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TemPhD_cluster_62532 16809:24603(+)

CDS_ 0027
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HNH endonuclease (CDS_0028)
CDS_0027
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DNA methyltransferase (CDS_0028)
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—
TemPhD_cluster 51345 16764:25127(+)
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CDS 0027 | | CDS_0030
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TemPhD_cluster_62338 16766:24886(+)

CDS_0028
CDS_0029
CDS.0027 | | CDS.0030
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TemPhD_cluster_62377 16766:25231(+)

CDS_0028
CDS_0029
CDS 0027 | | C€DS.0030

I
TemPhD_cluster_33487 16766:25231(+)

CDS_0029
CDS_0028
CDS_0027 | cDs_0030

TemPhD_cluster 62274 16802:25272(+) 2
€DS_0027
CDS_0026 | CDS.0028 CDS.0029 CDS_0032
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uvig_314274 15864:23984(+)

CDS_0028
CDS.0027 | CDS_0029

I
TemPhD_cluster_51520 16765:24381(+)

HNH endonuclease (CDS_0029)
CDS_0031
CDS_0028 | CDS_0030]
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TemPhD_cluster 51374 16819:25102(+)
CDS.0027 CDS.0028 CDS.0029
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TemPhD_cluster_37601_ 16747:24815(+)

CDS_0028
CDS_0029
CDS 0027 | CDS_0030

—
TemPhD_cluster_51224 16445:24969(+)

CDS_0025
CDS_0026
CDS_0024 | CDS_0027

—
TemPhD_cluster_43920 14009:21932(+)

CDS_0028
“CDS_0029
CDS_0027 | CDS_0030
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TemPhD_cluster_51424 16766:24781(+)

CDS_0029
CDS_0028
CDS_0027 CDS_0030
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CDS_0029
CDS_0028
CDsS_0027 CDS_0030

I
TemPhD_cluster_21243 16767:25489(+)

CDS_0029
CDS_0028
CDS_0027 CDS_0030

—
TemPhD_cluster_43491 16756:25547(+)

CDS_0029
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CDS_0027 CDS_0030 baseplate hub (CDS_0033) baseplate wedge subunit (CDS_0036)
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TemPhD_cluster_37545_ 16767:26101(+)

HNH endonuclease (CDS_0028)
CDS_0027 CDS_0029

|

|

5
|

—
TemPhD_cluster_62288 16765:25505(+)

HNH endonuclease (CDS_0028)
CDS_0027 CDS_0029

—
TemPhD_cluster_24900 16765:24963(+)

HNH endonuclease (CDS_0032)
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27 282930 31 32
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TemPhD_cluster 62316 16457:25114(+)

CDS 0028  CDS_0030
CDS 0027 | CDS 0029 CDS_0033

TemPhD_cluster 62404 16844:24893(+)
CDS_0031 CDS_0032

uvig_394381 25033:31269(+)

holin (CDS_0019)
CDS_0021
DS 0022
CDS_ 0020 | CDS_0026 CDS_0027

S S—
uvig 314832 15320:22762(+)

CDS_0028
MG_301/GAPDH (VF0887) (CDS_0022) CDS_0027 CDS_0029

uvig_394453 14993:24785(+)

CDS_0028
CDS_0022 CDS_0027 | CDS_0029 CDS_0034

S
TemPhD_cluster_62559 15262:23021(+)

CDS_0027
CDS_0026 | CDS_0028

—
TemPhD_cluster 51534 15033:22793(+)

CDS_0028
CDS_0029
CDS.0027 | | CDS.0030

—
TemPhD_cluster_62565 15235:23700(+)

CDS_0040
CDS_0039 | CDS.0041

uvig 428250 29992:36841(+)

CDS 0036
CDS_0035 | CDS.0037

—
SAMNO5826567_al_ct11836_vs1 24805:30947(+)

CDS_0027 CDS_0029
CDS_0026 CDS_0028

TemPhD_cluster_13149 15034:23277(+)

CDS 0027
CDS_0026 | CDS.0028

—
TemPhD_cluster 62517 15108:22868(+)
RNA-binding protein (CDS_0027) CDS_0028
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RNA-binding protein (CDS_0027) CDS_0028
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CDS_0025 CDS_0026

IMGVR_UViG_2877538769_000004(2877538769|2877538769|383 1425-3873589 15087:22102(+)
CDS_0022 CDS_0027

—
SAMNO1779882 a1l ct3270_vs1 15545:24379(+)
CDS_0026

TemPhD_cluster_37680_ 15545:23328(+)

released from the phage upon host infection (CDS_0028)
CDS_0022 RNA-binding protein (CDS_0027) T CDS_0029 CDsS_0034

ivig_4249 15036:25149(+)

released from the phage upon host infection (CDS_0027)
RNA-binding protein (CDS_0026) T CDS_0028

—
uvig 393072 14441:21912(+)
PDH-B (VF0878) (CDS_0022)

CDS_0023 CDS_0024 RNA-binding protein (CDS_0029)
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uvig 394939 15590:28079(+)
CDS_0026 CDS_0028
CDS_0027
S | - ]
uvig_392991 14839:22333(+)
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