
MGV-GENOME-0222119 16170:22164(+)

CDS_0022 tail protein (CDS_0023) CDS_0024
CDS_0025

CDS_0026 CDS_0027
CDS_0028

CDS_0029

uvig_539467 11415:18938(+)

CDS_0024 ATPase (CDS_0025)

MGV-GENOME-0168674 16146:23009(+)

CDS_0025 CDS_0026 CDS_0029 ATPase (CDS_0030)
CDS_0031

uvig_297486 12086:18647(+)

CDS_0027 ATPase (CDS_0028)

MGV-GENOME-0170383 15469:23251(+)

27integrase (CDS_0028) 29 30 31 32 33

MGV-GENOME-0178680 16173:24468(+)

29 30
Holliday junction resolvase (CDS_0031)

32 33 34 35

MGV-GENOME-0206755 15736:24697(+)

27 28 29 30 31 32 33

uvig_10211 16163:22767(+)

CDS_0028
ATPase (CDS_0029)

CDS_0030

uvig_449288 15238:22211(+)

CDS_0028 CDS_0029

SAMN09781772_a1_ct93886_vs1 15383:20139(+)

CDS_0026
CDS_0027

MGV-GENOME-0193673 15725:26867(+)

28 29 30 31 32

nucleoside triphosphate pyrophosphohydrolase (CDS_0033)

34 35

single strand DNA binding protein (CDS_0036)
Holliday junction resolvase (CDS_0037)

38 39 40 41

MGV-GENOME-0157759 15123:21522(+)

CDS_0021
endolysin (CDS_0026)

CDS_0027CDS_0028

SAMN09781723_a1_ct101070_vs1 10543:15691(+)

endolysin (CDS_0023)

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail unknown function


