CDS_0038
" CDS_0039 CDS_0041
| CDS_0040 CDS_0042 CDS_0043  CDS_0044

MGV-GENOME-4417312 35409:40497(+)
CDS_0002 CDS_0001

uvig_29842 1:3873(-)
CDS_0046 CDS_0048

CDS_0045 CDS_OO47r

uvig_74430 34185:38917(+)

virion structural protein (CDS_0048)
43 44 45 46 47 49 50 51 52

MGV-GENOME-0282907 35476:42767(+)

virion structural protein (CDS_0046)
43 44 45 47 48 49 50
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MGV-GENOME-0292846 35022:41116(+)

virion structural protein (CDS_0050)
43 44 45 4647 48 49 51 52 53 54

!
|
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MGV-GENOME-0322720 34966:43085(+)

multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0042) virion structural protein (CDS_0049)
40 41 \ 43 44 4546 47 48 50 51 52

uvig 512748 33077:42789(+)

virion structural protein (CDS_0048)

42 43 44 45 46 47 49 50 51
L rer——— ] I I S
MGV-GENOME-0282012 34957:42297(+)
Rnase H (CDS_0043) virion structural protein (CDS_0049)
41 42 44 45 46 47 48 50 51 52 53
I L' _§ ]

|
MGV-GENOME-0284635 34969:43064(+)

replisome organizer (CDS_0049)
46 47 48 50 51 excisionase (CDS_0052)
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MGV-GENOME-0305492 35621:43244(+)

3000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis unknown function AMR
N N N



