single strand DNA binding protein (CDS_0052)

CDS_0054 anti-CRISPR-Cas (AcrllA28) (CDS_0058) replisome organizer DnaA-like (CDS_0063)
&)5_0055 CDS_OOS? CDS_0061 CDS_0064 CDS_0067
CDS_0050CDS_0051 CDS_0053| | CDS_0056 | CDS_0059 CDS_0060 CDS_0062 CDS_0065 CDS_0066 | CDS_0068

MGV-GENOME-0323430 32408:42187(+)

DNA methyltransferase (CDS_0062)
53 54 55 56 57 60 61 63 69
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Monaco_MBA1034_NODE_12_length_55341_cov_134.433093 34035:41494(+)

phosphoadenosine phosphosulfate reductase (CDS_0051) CDS_0059
CDS_0053 CDS_0055 CDS_0058
CDS_0052 CDS?OOSZF CDS_0057 CDS_0060 CDS_0062
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MGV-GENOME-0327457 33645:42289(+)

CDS_0058
CDS_0057
CDS_0056 CDS_0059
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IMGVR_UViG_3300045988_065807|3300045988|Ga0495776_ 016510 33526:42140(+)

52 53 54 56 57 58 59 60
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IMGVR_UViG_3300029853 000012|3300029853|Ga0245292_100498 32923:41956(+)

CDS_0055
CDS_0052 CDS_0054 CDS_0058 CDS_0061

] CDs_0053 CDS 0057 | €CDS 0059 'CDS_ 0062

MGV-GENOME-0369860 32986:40565(+)

HNH endonuclease (CDS_0060) DNA methyltransferase (CDS_0066)
Druantia_ll__DruM (CDS_0064) replisome organizer DnaA-like (CDS_0069)
58 61 62 63 65 67 70
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IMGVR_UViG_3300045988_053839|3300045988|Ga0495776_073977 35864:45538(+)

t 3000 nt {
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