Retron_VI__HTH (CDS_0131)

CDS_ 0124 CDS 0126 €DS 0132
CDs_0123 CDsS_0125 CDs_0127 CDs_0128 integrase (CDS_0129) CDS_0130 | CDS_0133

IMGVR_UViG_3300045988_112006|3300045988|Ga0495776_149646 63126:68649(+)
CDS_0118 CDS_0119 CDS_0120

SAMNO9781766_al_ct102479 60812:68318(+)
CDS_0120 CDS_0121

MGV-GENOME-0348375 60118:66110(+)
CDS_0092 CDS_0097 CDS_0098 CDS_0099

| MGVR_UViG_3300045988_142479|3300045988\Ga0_495 776_156124 51363:58155(+)

transcriptional repressor (CDS_0110)
CDS_0109 CDS_ 0111 CDS_0115

SRR7892484_NODE_1_length_79716_cov_99.445789 61154:66709(+)
CDS_0131 CDS_0133 CDS_0137

—
MGV-GENOME-4432088 68990:74811(+)
3000 nt 1

integration and excision transcription regulation unknown function Defence




