CDS_0008 CDS_0010 CDS_0012 CDS_0014

CDS_0006 CDS_0007 | glycosyltransferase (CDS_0009) | CDS_0011 CDS_0013 CDS_0015 CDS_0016
£ C X K A (

Station124_MXL_ALL _assembly_NODE_1859_length_13589_cov_9.095389 2750:11417(+)
DNA polymerase (CDS_0015) CDS_0014 CDS_0009

C X K [ G G S S

Station72_DCM_ALL assembly NODE 1712 length 12790 _cov_13.880565 3021:11217(-)
CDS_0003 CDS_0005 endonuclease (CDS_0009)

K C K KK K O O

Station85_MES_COMBINED_FINAL_NODE_5172_length_11645_cov_18.527437 544:9599(+)

endonuclease (CDS_0011)

C X A O G G K

Station68_SUR_ALL_assembly_ NODE_2785_length_12077_cov_6.434953 2374:11081(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function



