25 26 27 28 29 30 31 32 33 34 35

I ————— E—— —( — ————
Station209_MES_ALL_assembly NODE_5716_length_16730_cov_34.802699 13559:16503(+)
27 28 29 30 31

S S S E——
Station85_SUR_COMBINED_FINAL_NODE_3298_length_11784_cov_4.996931 9089:11664(+)
29 30 31 32

Stat|0n85 DCM COMBINED FINAL_NODE - 4458 Iength 11781_cov_28.280829 9366:11779(+)
CDS_0003 CDS_0001

CDS_0004 | CDS 0002

Stat|0n196  SUR_ALL assembly | NODE 4572  length_ 12102 _cov_11.928530 75:2408(-)
32 porphyrin biosynthesis (CDS_0033) 34

Stat|0n173 DCM_ALL assembly NODE_6068 Iength 17235 _cov._ 8079686 10106: 17235( )
8 7 6 5 3 porphyrin biosynthesis (CDS_0002) 1

Stat|0n168 12Z_ALL_assembly_ NODE_ 7627 Iength 15086_cov._ 6608875 77: 5431( )

porphyrin biosynthesis (CDS_0035)

36

Stat|0n155 DCM_ALL_assembly_| NODE 5258 Iength 15708 _cov_17.215422 10089:15601(+)
CDsS_0029

Station194_DCM_ALL_assembly_NODE_5497_length_11855_cov_22.857712 10554:11853(+)
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