
TemPhD_cluster_13506 19086:30936(+)

22
holin (CDS_0023)

24 25 26 27 28
DNA methyltransferase (CDS_0029)

30 31 32

transcriptional repressor (CDS_0033)

34 35

transcriptional repressor (CDS_0036)

37 38 39
anti-repressor (CDS_0040)

41 42

TemPhD_cluster_36673_ 18639:31178(+)

DNA methyltransferase (CDS_0026)

27
metallo-protease (CDS_0028)

29

transcriptional repressor (CDS_0030)
DNA polymerase exonuclease subunit (CDS_0031)

transcriptional repressor (CDS_0032)
33

transcriptional repressor (CDS_0034)

35

TemPhD_cluster_42713 18639:30473(+)

26
27

PD-Lambda-5__PD-Lambda-5_B (CDS_0028)

29
metallo-protease (CDS_0030)

31

transcriptional repressor (CDS_0032)

DNA polymerase exonuclease subunit (CDS_0033)

34
transcriptional repressor (CDS_0035)

36

TemPhD_cluster_33094 19086:31131(+)

28

DNA methyltransferase (CDS_0029)

30
metallo-protease (CDS_0031)

32

transcriptional repressor (CDS_0033)
DNA polymerase exonuclease subunit (CDS_0034)

35

transcriptional repressor (CDS_0036)

37
anti-repressor (CDS_0040)

41

TemPhD_cluster_30253 18839:30235(+)

23 PD-Lambda-5__PD-Lambda-5_B (CDS_0028)29
metallo-protease (CDS_0030)

31

transcriptional repressor (CDS_0032)
DNA polymerase exonuclease subunit (CDS_0033)

34
transcriptional repressor (CDS_0035)

36

TemPhD_cluster_42573 19030:30850(+)

28

DNA methyltransferase (CDS_0029)

30
metallo-protease (CDS_0031)

32

transcriptional repressor (CDS_0033)
DNA polymerase exonuclease subunit (CDS_0034)

35 36

TemPhD_cluster_42425 18639:31180(+)

26

DNA methyltransferase (CDS_0027)

28
metallo-protease (CDS_0029)

30

transcriptional repressor (CDS_0031)
DNA polymerase exonuclease subunit (CDS_0032)

33 34 35

TemPhD_cluster_42426 18639:31290(+)

26

DNA methyltransferase (CDS_0027)

28
metallo-protease (CDS_0029)

30

transcriptional repressor (CDS_0031)
DNA polymerase exonuclease subunit (CDS_0032)

33 34 35

TemPhD_cluster_32902 18857:31132(+)

DNA methyltransferase (CDS_0028)

29
metallo-protease (CDS_0030)

31

transcriptional repressor (CDS_0032)
DNA polymerase exonuclease subunit (CDS_0033)

34 35

TemPhD_cluster_50494 18639:28558(+)

26 27 28 29 30 31 32 33
transcriptional repressor (CDS_0034)

35

TemPhD_cluster_28013 18639:29543(+)

26

DNA methyltransferase (CDS_0027)
transcriptional repressor (CDS_0028)

DNA polymerase exonuclease subunit (CDS_0029)

30 31 32

TemPhD_cluster_26159 18639:29615(+)

DNA methyltransferase (CDS_0026)
transcriptional repressor (CDS_0027)

DNA polymerase exonuclease subunit (CDS_0028)

29 30 31

TemPhD_cluster_50632 19086:29266(+)

28 29 30 31 32

TemPhD_cluster_43228 18639:28633(+)

26
DNA polymerase exonuclease subunit (CDS_0027)

28 29 30

TemPhD_cluster_43231 18639:28828(+)

26
DNA polymerase exonuclease subunit (CDS_0027)

28 29 30 32

TemPhD_cluster_50940 19086:28390(+)

28 29 30
transcriptional repressor (CDS_0031)

32

TemPhD_cluster_51111 18639:27709(+)

26 27 28
transcriptional repressor (CDS_0029)

30

TemPhD_cluster_37384_ 19026:28067(+)

CDS_0028
nuclease (CDS_0029)
transcriptional repressor (CDS_0030)

CDS_0031

KF751797.1 18639:27677(+)

CDS_0026
nuclease (CDS_0027)

CDS_0028 CDS_0029

TemPhD_cluster_37391_ 19026:28062(+)

28
nuclease (CDS_0029)

nuclease (CDS_0030)
transcriptional repressor (CDS_0031)

32

TemPhD_cluster_51135 18639:27676(+)

26

nuclease (CDS_0027)
nuclease (CDS_0028)

29 30

IMGVR_UViG_2627854231_000001|2627854231|2627926762|315134-353047 18639:27677(+)

CDS_0026
nuclease (CDS_0027)

CDS_0028 CDS_0029

TemPhD_cluster_61562 18612:28090(+)

26
nuclease (CDS_0027)

28 29 30

IMGVR_UViG_2703718969_000001|2703718969|2703756041|44308-81070 18639:28757(+)

26
nuclease (CDS_0027)

28 29 30 31

TemPhD_cluster_62109 18639:27606(+)

CDS_0026
nuclease (CDS_0027)

CDS_0028 CDS_0029

IMGVR_UViG_2657245011_000001|2657245011|2657257480|43765-79446 18639:27874(+)

CDS_0026
nuclease (CDS_0027)

CDS_0028 CDS_0029 CDS_0032 anti-repressor Ant (CDS_0033)

TemPhD_cluster_37187_ 18612:29234(+)

26 27 28
DNA polymerase exonuclease subunit (CDS_0029)

30 transcriptional repressor (CDS_0031)

IMGVR_UViG_2516143046_000001|2516143046|2516148518|13806-50960 18639:29149(+)

26 27
DNA polymerase exonuclease subunit (CDS_0028)

29 transcriptional repressor (CDS_0030)

IMGVR_UViG_2639762766_000003|2639762766|2639790503|1290460-1327795 18639:29072(+)

26 27
DNA polymerase exonuclease subunit (CDS_0028)

29 transcriptional repressor (CDS_0030)

TemPhD_cluster_42820 19086:30205(+)

28 29 30

DNA polymerase exonuclease subunit (CDS_0031)

32
transcriptional repressor (CDS_0033)

34

TemPhD_cluster_37211_ 18639:29151(+)

26 27 28
DNA polymerase exonuclease subunit (CDS_0029)

30 transcriptional repressor (CDS_0031)

TemPhD_cluster_61666 19086:29181(+)

28 29 30
DNA polymerase (CDS_0031)

32 transcriptional repressor (CDS_0033)

TemPhD_cluster_36904_ 19086:30205(+)

28 29 30

DNA polymerase exonuclease subunit (CDS_0031)

32
transcriptional repressor (CDS_0033)

34

IMGVR_UViG_2687453621_000002|2687453621|2687454456|1254145-1294716 19086:29690(+)

28 29 30
DNA polymerase exonuclease subunit (CDS_0031)

32 transcriptional repressor (CDS_0033)

IMGVR_UViG_2870011799_000001|2870011799|2870011799|1232249-1270803 18177:29151(+)

18 24 25 26 27
DNA polymerase exonuclease subunit (CDS_0028)

29 transcriptional repressor (CDS_0030)

IMGVR_UViG_2870004507_000003|2870004507|2870004507|1266204-1307564 18348:29133(+)

DNA methyltransferase (CDS_0026)
27 28 29 30

DNA polymerase exonuclease subunit (CDS_0031)

32 transcriptional repressor (CDS_0033)

TemPhD_cluster_26122 18639:30023(+)

26
27

PD-Lambda-5__PD-Lambda-5_B (CDS_0028)

29
metallo-protease (CDS_0030)

31 32

DNA polymerase exonuclease subunit (CDS_0033)

34
transcriptional repressor (CDS_0035)

36

IMGVR_UViG_2657245631_000001|2657245631|2657320114|21778-61945 18639:32162(+)

23
DNA methyltransferase (CDS_0027)

28 29 30 31 32

DNA polymerase exonuclease subunit (CDS_0033)

34
transcriptional repressor (CDS_0035)

36

IMGVR_UViG_2698536473_000003|2698536473|2698559051|2-38162 18639:32161(+)

DNA methyltransferase (CDS_0026)
27 28 29 30 31

DNA polymerase exonuclease subunit (CDS_0032)

33
transcriptional repressor (CDS_0034)

35

TemPhD_cluster_28030 18639:29344(+)

holin (CDS_0021) 26 27
DNA polymerase exonuclease subunit (CDS_0028)

29 transcriptional repressor (CDS_0030)

TemPhD_cluster_37188_ 18725:29434(+)

26 27
DNA polymerase exonuclease subunit (CDS_0028)

29 transcriptional repressor (CDS_0030)

TemPhD_cluster_20556 18639:29906(+)

26 27
DNA polymerase (CDS_0028)

29

transcriptional repressor (CDS_0030)

31 anti-repressor (CDS_0034)

IMGVR_UViG_2872225858_000001|2872225858|2872225858|1213988-1252544 18640:29349(+)

26 27 28 29
DNA polymerase exonuclease subunit (CDS_0030)

31 transcriptional repressor (CDS_0032)

TemPhD_cluster_61615 18639:29527(+)

26 27 28
DNA polymerase (CDS_0029)

30 transcriptional repressor (CDS_0031)

IMGVR_UViG_2681813140_000001|2681813140|2681858143|280490-318501 19059:29863(+)

28 29 30

DNA polymerase exonuclease subunit (CDS_0031)

32
transcriptional repressor (CDS_0033)

37

TemPhD_cluster_50539 19086:30566(+)

28
nuclease (CDS_0029)

30 31 32 33 37
DNA methyltransferase (CDS_0038)

39

TemPhD_cluster_61785 19059:29436(+)

CDS_0028
nuclease (CDS_0029)

CDS_0030 CDS_0031

IMGVR_UViG_2751185984_000002|2751185984|2751268208|125320-164922 18364:29696(+)

25 28
nuclease (CDS_0029)

30 31 32

TemPhD_cluster_51009 18639:27946(+)

26
nuclease (CDS_0027)

28 29 30

TemPhD_cluster_50396 18639:30211(+)

27
nuclease (CDS_0028)

transcriptional repressor (CDS_0029)

30 31 32

TemPhD_cluster_43125 18639:28997(+)

26
nuclease (CDS_0027)

transcriptional repressor (CDS_0028)

29 30 31

TemPhD_cluster_43059 19086:29027(+)

28
nuclease (CDS_0029)

transcriptional repressor (CDS_0030)

31 32 33

IMGVR_UViG_2630968867_000002|2630968867|2631028878|15992-54543 18625:29727(+)

28
nuclease (CDS_0029)

transcriptional repressor (CDS_0030)

31 32 33 38 39

TemPhD_cluster_33395 19059:28704(+)

CDS_0028
CDS_0029

transcriptional repressor (CDS_0030)

TemPhD_cluster_28146 19059:28645(+)

CDS_0028
CDS_0029

transcriptional repressor (CDS_0030)

5000 nt

DNA, RNA and nucleotide metabolism lysis other tail transcription regulation unknown function Defence


