deoxyribonucleoside 5' monophosphate phosphatase (CDS_0035)

DksA-like zinc-finger protein (CDS_0032) CDS_0038 anti-repressor Ant (CDS_0046)

CDS_0034 65_0039 CDS_0041 phosphoadenosine phosphosulfate reductase (CDS_0044) HNH endonuclease (CDS_0047)
CDS_0033 CDS_0036 CDS_0037 | CDS 0040 | CDS.0042  CDS_0043 DNA methyltransferase (CDS_0045) |

szse (DS 0047
- E—aE-aEH ) ) i ) )

IMGVR_UViG_3300027843_000002|3300027843|Ga0209798_10000112 26111:37937(+)

transcriptional regulator (CDS_0041)
CDS_0039CDS_0040 T primosomal protein (CDS_0043)

K- E—— HOED—] A ) ) )

TemPhD_cluster_48782_ 26649:36988(+)

phosphoadenosine phosphosulfate reductase (CDS_0040)
transcriptional regulator (CDS_0037)
transcriptional regulator (‘CTDSfOOSé) CDS_0042

G- HOED— ) ) D

TemPhD_cluster_41228 28580:36971(+)

transcriptional regulator (CDS_0036)
UmuD-like protein (CDS_0035)

A K HBETD— ) ) )

TemPhD_cluster_32241 26632:35199(+)

transcriptional repressor (CDS_0038)
UmuD-like protein (CDS_0037)

- HOEED— ) ) i

TemPhD_cluster_29626 26418:35057(+)

CDS_0041 transcriptional regulator (CDS_0042)

GO HDETD—] ) ) ) )

IMGVR_UViG_3300029162_000072|3300029162|Ga0120214_100034(88276-130945 27682:37248(+)

CDS_0033 CDS_0036 CDS_0037 CDS_0043

CECHEETKET HDEED— I ) ) )

TemPhD_cluster_18472 25463:35435(+)

} 4000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function



