tail length tape measure protein (CDS_0017)

distal tail protein (CDS_0018) anti-CRISPR-Cas (AcrVIA6) (CDS_0026)
tall fiber protein (CDS_0021) ParB-like parmion protein (CDS_0028)
tail protein (CDS_0019) Cl-like repressor (CDS_0025)
CDS_001 | CDS_0020CDS_0022 CDS.0023  CDS_0024 'CD5_0037 CDS_0029

D@ —@ T —H—ApEs T

IMGVR_UViG_2816332545_000001|2816332545|2816359569 12561:29412(+)

tail fiber protein (CDS_0021) CDS_0022 CDS_0023
IMGVR_UViG_2816332496_000001|2816332496|2816357084 12561:28875(+)
tail fiber protein (CDS_0021) CDS_0022 CDS_0023

IMGVR_UViG_2816332529_000001|2816332529|2816358756 12561:29151(+)

PD-Lambda-4_ PD-Lambda-4_A (CDS_0021)
tail fiber protein (CDS_0020) 22 23 24 2526

OO — —E-EHD-E— DD

IMGVR_UViG_2898950138_000001|2898950138|2898950208 11753:30708(+)

25
tail fiber protein (CDS_0021)22 23 24 26 27 28 29 30

) W, PEOMHED D HEEEETTTD

IMGVR_UViG_2816332520_000005|2816332520|2816358235|145574-184050 12764:31867(+)

tail fiber protein (CDS_0021)22 23 24 25 26

) WD PO DO@orTTT

IMGVR_UViG_647533209_000001|647533209|647535036(689535-725510 12275:29367(+)

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0032)

tail fiber protein (CDS_0023) tail fiber protein (CDS_0028)
24 tail fiber protein (CDS_0027) 29
tail fiber protein (CDS_0021) 22 T25 26 T30 31 3334 35 36 37 3839 40

IMGVR_UViG_3300026113_000007|3300026113|Ga0208453_100003|504322-553408 12764:42477(+)

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0030)

tail fiber protein (CDS_0023) tail fiber protein (CDS_0027)
tail fiber protein (CDS_0026)
tail fiber protein (CDS_0021) 22 24 25 28 29 3132 33 34 35 3637 38

) WD

IMGVR_UViG_3300026096_000015|3300026096|Ga0208184_100005|504334-553418 12764:42475(+)

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0030)

tail fiber protein (CDS_0023) tail fiber protein (CDS_0027)
tail fiber protein (CDS_0026)
tail fiber protein (CDS_0021) 22 24 25 28 29 3132 33 34 35 3637 38

D000

IMGVR_UViG_3300026098_000015|3300026098|Ga0208318_100001|504322-553406 12764:42475(+)

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0023)
tail fiber protein (CDS_0021) 22 | 2425 26 27 28 2930 31

(DO D —@ - oatimEeTTD

IMGVR_UViG_3300009578_000002|3300009578|Ga0105227_100090 12764:32659(+)
tail fiber protein (CDS_0030)

tail fiber protein (CDS_0023) SEFIR_bSEFIR (CDS_0032)
tail fiber protein (CDS_0021) 27 29 Pif_PifA (CDS_0034)
tail fiber protein (CDS_0020) 22|24 252628 | 31 33 35

;I W W,

IMGVR_UViG_2728369517_000004|2728369517|2728449659|148246-192892 12220:38099(+)

tail fiber protein (CDS_0023)
SEFIR__bSEFIR (CDS_0025)
tail fiber protein (CDS_0021) Pif__PifA (CDS_0027)
tail fiber protein (CDS_0020) 22 \ 24 26 28

/I A

TemPhD_cluster_32355 12220:34946(+)

k 10000 nt !

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function Defence Anti-defence
I



