SspBCDE__SspD (CDS_0097)  CDS_0099 CDS_0101  DNA methyltransferase (CDS_0103) CDS_0106 CDS_0109
CDS_0098 CDS_0100 CDS_0102 CDS_0104CDS_0105 polymerase (CDS_0107)CDS_0108 |
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DNA methyltransferase (CDS_0094)
DNA methyltransferase (CDS_0088) CDS_0093 CDS 0095 phosphoadenosine phosphosulfate reductase (CDS_0097)
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MGV-GENOME-0367383 42987:51940(+)

DNA methyltransferase (CDS_0096)
DNA methyltransferase (CDS_0095) CDS_0097
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uvig 171276 46644:53762(+)

polymerase (CDS_0111)
CDS_0115 CDS_0112 LigA (VF1220) (CDS_0108)
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MGV-GENOME-0371564 74640:82933(-)
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