
IMGVR_UViG_3300045988_076407|3300045988|Ga0495776_111195 19496:28164(+)

CDS_0020
CDS_0021

CDS_0022

CDS_0023

amidase (CDS_0024)

CDS_0025

CDS_0026
CDS_0027

CDS_0028

CDS_0029
CDS_0030

CDS_0031

CDS_0032
exonuclease (CDS_0033)

MGV-GENOME-0263576 19462:28118(+)

CDS_0027
CDS_0028

CDS_0031

IMGVR_UViG_3300014771_000164|3300014771|Ga0169781_100077|54008-94466 19510:28927(+)

CDS_0027
CDS_0028

CDS_0029
CDS_0030

IMGVR_UViG_3300045988_088400|3300045988|Ga0495776_175949 19485:29068(+)

CDS_0026
CDS_0027

CDS_0028

uvig_124211 19510:30890(+)

27
Dpd__QueE (CDS_0028)

Dpd__QueD (CDS_0029)

30 31 32

IMGVR_UViG_3300045988_074925|3300045988|Ga0495776_169020 19462:29422(+)

CDS_0021 CDS_0022
CDS_0028

CDS_0029
CDS_0030

CDS_0031

IMGVR_UViG_3300045988_088098|3300045988|Ga0495776_173659 18608:28385(+)

CDS_0019 CDS_0024

Retron_VI__HTH (CDS_0025)
CDS_0027

CDS_0028
CDS_0029

SAMEA2580193_a1_ct33968_vs1 19510:38034(+)

27
Dpd__QueE (CDS_0028)

Dpd__QueD (CDS_0029)

30
31

32 33 34 35 36 37 38 39 40

uvig_51647 19309:29034(+)

CDS_0026
CDS_0027

CDS_0028
CDS_0029

uvig_14668 19489:27884(+)

CDS_0026 CDS_0027

IMGVR_UViG_3300045988_056105|3300045988|Ga0495776_071691 19461:27877(+)

CDS_0027 CDS_0028

MGV-GENOME-0263978 18493:27119(+)

CDS_0026 CDS_0027

uvig_70398 19281:28010(+)

CDS_0027
CDS_0028

CDS_0029

MGV-GENOME-0273266 19546:29095(+)

CDS_0026
CDS_0027

CDS_0028

CDS_0032

uvig_197047 19494:27833(+)

CDS_0026 CDS_0027

IMGVR_UViG_3300045988_076699|3300045988|Ga0495776_179895 19502:28511(+)

CDS_0026
CDS_0027

CDS_0028
CDS_0029

IMGVR_UViG_3300045988_073791|3300045988|Ga0495776_007065 19468:28014(+)

CDS_0026 CDS_0027

IMGVR_UViG_3300022661_000185|3300022661|Ga0216339_10004354 18899:27337(+)

CDS_0021
CDS_0025

CDS_0026
CDS_0027

CDS_0030

IMGVR_UViG_3300022589_001669|3300022589|Ga0216346_10000088|29451-68671 18899:27074(+)

CDS_0025 CDS_0026

IMGVR_UViG_3300026163_000553|3300026163|Ga0265427_1001833|19728-59078 18503:26560(+)

CDS_0022 CDS_0027 CDS_0028

uvig_40483 18668:28073(+)

CDS_0020 CDS_0026

uvig_100172 19522:36120(+)

SigH (VF0296) (CDS_0026)
27 28

DNA helicase (CDS_0029)
30 31 32

IMGVR_UViG_3300000302_000152|3300000302|Cc83DRAFT_1000075|593-49386 19458:37471(+)

26 27
PD-Lambda-5__PD-Lambda-5_B (CDS_0028)

29 30 DNA helicase (CDS_0031) 32 33

uvig_402595 19493:30858(+)

DNA primase (CDS_0026)27

28
29

30 31
32

33 34

MGV-GENOME-0337164 19470:36426(+)

27 28 29 30 31 32 33
34

35 36 37 38 39 40 41 42

IMGVR_UViG_3300045988_054631|3300045988|Ga0495776_041862 22559:30117(+)

CDS_0026
CDS_0027

CDS_0031
CDS_0034

CDS_0035
CDS_0036

CDS_0037

IMGVR_UViG_3300022601_001505|3300022601|Ga0216345_10000548|176-38183 21201:27416(+)

CDS_0027 CDS_0031

uvig_78467 20838:29111(+)

CDS_0026 CDS_0030
CDS_0031

CDS_0032

MGV-GENOME-0277134 19708:28344(+)

CDS_0026
CDS_0027

MGV-GENOME-0301827 21000:30971(+)

CDS_0030 CDS_0031

IMGVR_UViG_3300045988_090010|3300045988|Ga0495776_128601 20690:28492(+)

CDS_0029
CDS_0030

MGV-GENOME-0265541 20842:28577(+)

CDS_0030
CDS_0031

MGV-GENOME-0315320 21048:29207(+)

CDS_0030
CDS_0031

MGV-GENOME-0279586 21049:30847(+)

CDS_0030 CDS_0031

IMGVR_UViG_3300045988_110227|3300045988|Ga0495776_026433 20844:28743(+)

CDS_0030
CDS_0031

IMGVR_UViG_3300045988_097197|3300045988|Ga0495776_161837 20637:29847(+)

CDS_0029
CDS_0030

CDS_0031

IMGVR_UViG_3300028996_000044|3300028996|Ga0169646_100038|47132-88079 20637:29631(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0279681 20844:31320(+)

CDS_0030 CDS_0031 CDS_0032

uvig_349131 20840:29304(+)

CDS_0030
CDS_0031

IMGVR_UViG_3300045988_094453|3300045988|Ga0495776_181575 21002:28285(+)

CDS_0030

MGV-GENOME-0314883 20839:31955(+)

CDS_0030
CDS_0031

CDS_0032 CDS_0033

uvig_387675 21000:34777(+)

CDS_0030 CDS_0031 CDS_0032 CDS_0033

MGV-GENOME-0291949 20665:31421(+)

30 31 32 33 34

IMGVR_UViG_3300045988_103363|3300045988|Ga0495776_157291 21049:30853(+)

30 31 32
33

34

IMGVR_UViG_3300045988_089762|3300045988|Ga0495776_139489 20844:32671(+)

Retron_III__PRTase_WH (CDS_0030)
Retron_XII__RT_12 (CDS_0031)

32 33 34 35

IMGVR_UViG_3300045988_139626|3300045988|Ga0495776_098380 21049:34726(+)

30
csx27_VI-B_1 (CDS_0031)

32 33 34 35 36

uvig_49364 20840:35514(+)

30 31 32 33 34 35
Menshen__NsnB (CDS_0036)

37 38

MGV-GENOME-0300831 20840:32448(+)

30 31 32 33 34 35

MGV-GENOME-0261284 20847:28229(+)

CDS_0031

IMGVR_UViG_3300045988_111441|3300045988|Ga0495776_043691 21052:28467(+)

CDS_0030

MGV-GENOME-0265064 20839:28932(+)

CDS_0030
CDS_0031

IMGVR_UViG_3300045988_112359|3300045988|Ga0495776_154854 21049:28183(+)

CDS_0030

MGV-GENOME-0274324 20842:28540(+)

CDS_0030

IMGVR_UViG_3300008096_000489|3300008096|Ga0114155_1000190|4525-44346 19390:29226(+)

CDS_0027 head maturation protease (CDS_0029)

uvig_280553 19460:27994(+)

CDS_0029

MGV-GENOME-0258770 19390:27631(+)

CDS_0029 CDS_0030

SAMN11252284_a1_ct350021_vs1 19401:29309(+)

CDS_0029 CDS_0030

IMGVR_UViG_3300014955_000039|3300014955|Ga0134561_1000052 19419:32207(+)

head maturation protease (CDS_0028)
CDS_0029

CDS_0030 CDS_0031
CDS_0035

uvig_372854 19419:31586(+)

head maturation protease (CDS_0028)
CDS_0029 CDS_0030

MGV-GENOME-0304524 21049:36709(+)

30 31 32 33
RM_Type_IIG__Type_IIG___Type_IIG_FAM_0.einsi_trimmed (CDS_0034)

35 36 37

MGV-GENOME-0305865 21049:37174(+)

30 31 32 33
RM_Type_IIG__Type_IIG___Type_IIG_FAM_0.einsi_trimmed (CDS_0034)

35 36 37

IMGVR_UViG_3300045988_140549|3300045988|Ga0495776_148207 20839:36116(+)

30
anti-restriction protein (CDS_0031)

32

metallo-phosphoesterase (CDS_0033)

34 35 36 37

IMGVR_UViG_3300007802_000308|3300007802|Ga0105667_100153|178-43916 21050:32866(+)

30 31 32 33 34 35 36

IMGVR_UViG_3300045988_105126|3300045988|Ga0495776_161933 21050:31870(+)

30 31 32 33 34

IMGVR_UViG_3300045988_105132|3300045988|Ga0495776_161934 20394:31870(+)

29 30 31 32 33 34

IMGVR_UViG_7000000302_000031|7000000302|SRS023914_Baylor_scaffold_20705 21050:40276(+)

30 31 32 33 34
RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0035)

36 37 38 39 40 41

uvig_11666 19404:35071(+)

CDS_0025 CDS_0028 CDS_0029 CDS_0030 CDS_0031

IMGVR_UViG_3300045988_041831|3300045988|Ga0495776_147835 19419:28606(+)

CDS_0026 CDS_0029

MGV-GENOME-0279814 20739:26599(+)

CDS_0029

IMGVR_UViG_3300045988_088445|3300045988|Ga0495776_071828 22209:30379(+)

CDS_0032

IMGVR_UViG_3300045988_109935|3300045988|Ga0495776_161879 22209:29162(+)

CDS_0031

IMGVR_UViG_3300045988_106711|3300045988|Ga0495776_186061 20344:30971(+)

CDS_0029 CDS_0030 CDS_0031

MGV-GENOME-0261801 18233:27409(+)

CDS_0019 CDS_0022 CDS_0026 CDS_0027

uvig_408999 20204:31569(+)

31 32 33 34 35

IMGVR_UViG_3300045988_056013|3300045988|Ga0495776_126185 18775:28610(+)

CDS_0021 CDS_0027 CDS_0028 CDS_0034
CDS_0035

MGV-GENOME-0259078 21103:29134(+)

CDS_0030

IMGVR_UViG_3300007498_000130|3300007498|Ga0104980_100447 18940:36648(+)

26 27 28 29 30 31 38

MGV-GENOME-0262926 18940:28872(+)

CDS_0026 CDS_0027

IMGVR_UViG_3300008728_000019|3300008728|Ga0115675_100629 19594:30551(+)

CDS_0026 CDS_0027

IMGVR_UViG_3300026522_000061|3300026522|Ga0256406_1001367 21167:29071(+)

CDS_0028

IMGVR_UViG_3300028242_000077|3300028242|Ga0302102_10001491 19186:28821(+)

CDS_0027 CDS_0028

IMGVR_UViG_3300028454_000287|3300028454|Ga0307245_1662684 19186:27418(+)

CDS_0025 CDS_0028

IMGVR_UViG_3300019378_002409|3300019378|Ga0187901_10000003|26397-68165 19186:30670(+)

ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0027)

CDS_0028
CDS_0029

CDS_0035 CDS_0036

IMGVR_UViG_3300022589_000049|3300022589|Ga0216346_10001444 19186:28902(+)

CDS_0027 CDS_0028

uvig_344660 19708:41736(+)

26 27 28
multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (CDS_0029)

30 31

transcription antiterminator (CDS_0032)

33
34

35 36 37

uvig_297466 20843:37681(+)

30
GtrB-like O-antigen conversion (CDS_0031)

32 33 34 35 36 37 38
LOS (VF0326) (CDS_0039)

40 41

uvig_114216 20637:41570(+)

29 30 31 32 33 34 35 36 37 38 39 40 41

uvig_114678 20637:38570(+)

29 30 31 32
33

34 35 36 37
38

39
40

41
42

43 44

Ma_2019_SRR413678_NODE_554_length_56496_cov_27.637303 20186:45646(+)

29 30

QueC-like queuosine biosynthesis (CDS_0031)

32 33 34
FarAB (VF0450) (CDS_0035)

36 37 38 39 40 41 42

MGV-GENOME-0306339 20391:37314(+)

25 31
32

33 34 35 36 37 38 39 40 41 42
GTP-binding domain (CDS_0043)

4445

uvig_17331 19280:32373(+)

CDS_0028 CDS_0029
CDS_0030

10000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence

Virulence AMR


