baseplate wedge subunit (CDS_0020)
short tail fiber protein (CDS_0023)

baseplate protein (CDS_0021)
baseplate hub (CDS_0018) CDS_0024 PD-T4-3__PD-T4-3 (CDS_0026) restriction endonuclease I (CDS_0028) excisionase (CDS_0031)
CDS_OOl?\ baseplate wedge subunit (CDS_0022) CDS_0025 Druantia_ll__DruM (CDS_0027) CDS_0029 CDS_0030 T
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IMGVR_UViG_2547132254 000004|2547132254|2547204407|29063-73404 13443:27863(+)

short tail fiber protein (CDS_0023)
CDS_0024 OatA (VF0441) (CDS_0025) CDS_0029
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TemPhD_cluster_32305 13443:26649(+)

26 ssDNA thymidine ADP-ribosyltransferase, DarTG__DarT (CDS_0031)
short tail fiber protein (CDS_0022) 23 24 ZST 28 32
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TemPhD_cluster_61000 12685:25906(+)

head maturation protease (CDS_0025)

short tail fiber protein (CDS_0023) CDS_0031 CDS_0033
CDS_0024 DNA binding protein (CDS_0026) integrase (CDS_0032) | CDS_0034

TemPhD_cluster_25913 13442:26355(+)

tail fiber assembly (CDS_0023)
DNA invertase (CDS_0026)
tail fiber protein (CDS_0022) 24 25 27 31
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IMGVR_UViG_2563366953_000006|2563366953|2563398748|27289-69712 12686:26871(+)

tail fiber assembly protein (CDS_0025)
tail fiber assembly (CDS_0024)

tail fiber protein (CDS_0023) \ 26 DNA invertase (CDS_0027)
D D L DS X H K {J

TemPhD_cluster 41981 12685:25487(+)

tail collar fiber protein (CDS_0025)
tail fiber assembly (CDS_0024)
DNA invertase (CDS_0026)
short tail fiber protein (CDS_0022) 23 | 27
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IMGVR_UViG_2718217897_000001|2718217897|2718228158|1150100-1195365 12685:23013(+)

tail fiber assembly protein (CDS_0025)
virion structural protein (CDS_0026)

short tail fiber protein (CDS_0023) 24 \ DNA invertase (CDS_0027) 31 32
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IMGVR_UViG_2651869724_000024|2651869724|2651895231|79-43313 13304:27688(+)

tail fiber assembly protein (CDS_0025)
virion structural protein (CDS_0026)
short tail fiber protein (CDS_0023) 24 \ DNA invertase (CDS_0027) 32
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IMGVR_UVIG_2645727669_000018|2645727669|2645743198|19717-62951 13304:27688(+)

tail fiber assembly protein (CDS_0024)
virion structural protein (CDS_0026)

short tail fiber protein (CDS_0023) \ 25 DNA invertase (CDS_0027)
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IMGVR_UVIG_2645727608_000017|2645727608|2645739190|3-42044 13304:26495(+)
tail collar fiber protein (CDS_0025)

tail fiber assembly (CDS _0024) deoxyribonucleoside 5' monophosphate phosphatase (CDS_0034)
DNA invertase (CDS_0026) phosphoadenosine phosphosulfate reductase (CDS_0033)
short tail fiber protein (CDS_0022) 23 32 \ 35
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IMGVR_UViG_2681813201_000021|2681813201|2681865895|9336-49534 12685:26883(+)
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