restriction endonuclease Il (CDS_0030) excisionase (CDS_0035)

PD-T4-3__PD-T4-3 (CDS_0028) CDS_0036 deoxyribonucleoside 5' monophosphate phosphatase (CDS_0038)
Druantia_ll__DruM (CDS_0029) CDS_0031 CDS_0032 CDS_0033 CDS_0034 \ 555_7003

|
i
4
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baseplate wedge subunit (CDS_0022)

short tail fiber protein (CDS_0023) deoxyribonucleoside 5' monophosphate phosphatase (CDS_0034)
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IMGVR_UViG_2547132254_000004(2547132254|2547204407|29063-73404 15482:31315(+)
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