transcriptional regulator (CDS_0026)
baseplate wedge subunit (CDS_0020) CDS_0029
baseplate assembly protein (CDS_0019) tail protein (CDS_0022) CDS_0028

CDS_0018 baseplate protein (CDS_0021] tail fiber protein (CDS_0023) CDS_0024 integrase (CDS_0025) CDS_0027 \ CDS_0030

#
B

SAMNO1774272_al ct2419_vs1 15361:23517(+)

CDS_0020 CDS_0021

SAMNO1041764_al_ct2479_vs1 12940:21129(+)

tail fiber protein (CDS_0019)
CDS_0020 CDS_0021

iﬁ

uvig 382521 12979:21686(+)
tail fiber protein (CDS_0023)

uvig 315245 15361:21772(+)
CDS_0020

uvig 220550 13650:20542(+)

CDS_0020 CDs_0021 CDs_0025

uvig 469907 12312:21610(+)

baseplate assembly protein (CDS_0016)
tail terminator (CDS_0014) tail spike protein (CDS_0020) CDS_0021

SAMEA2737682_al_ct75798_vs1 13534:22079(+)
tail spike protein (CDS_0020)

uvig 141911 13534:21063(+)

CDS_0027
tail fiber protein (CDS_0020) CDS_0026T

uvig_314299 12717:20946(+)
CDS_0019 CDS_0025

uvig 395323 12670:20560(+)

Cox-like excisionase and repressor (CDS_0025)
CDS_0022 CDS_0026 CDS_0029 exonuclease (CDS_0030)

I
4

uvig_218137 13695:20873(+)
tail protein (CDS_0019)

uvig 370677 13315:20552(+)

3000 nt 1
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