28 29 30 31 32 33 34 3536 37 383940 41 DNA primase (CDS_0042)

MGV-GENOME-0317576 20006:33557(+)

€DS_0029
€DS_0023 CDS_0025 CDS.0028 | CDS_0030

IMGVR_UViG_3300045988_167680|3300045988|Ga0495776_026465 16988:25236(+)

pyrophosphatase (CDS_0039)
29 30 31 32 33 34 35 36 37 38 4041

IMGVR_UViG_3300045988_172572|3300045988|Ga0495776_030107 21916:34114(+)

pyrophosphatase (CDS_0034)
29 30 31 32 33 35

IMGVR_UViG_3300029678_000011|3300029678|Ga0245195_100669 21916:30682(+)

transcriptional regulator (CDS_0034)
pyrophosphatase (CDS_0038)
29 30 31 32 33 35 36 37 39

-
]

IMGVR_UViG_3300029576_000217|3300029576|Ga0245100_100410[199-45776 21916:32063(+)

transcriptional regulator (CDS_0032)
pyrophosphatase (CDS_0036)
29 30 31 33 34 35 37

B
]

MGV-GENOME-0290876 21916:30964(+)

transcriptional regulator (CDS_0032)
pyrophosphatase (CDS_0036)
29 30 31 3334 35 37

B
i

IMGVR_UViG_3300045988_178306|3300045988|Ga0495776_132705 21916:30964(+)

pyrophosphatase (CDS_0034)
29 30 3132 33 35

IMGVR_UViG_3300029587_000463|3300029587|Ga0245119_100129(84655-128134 21916:29965(+)

pyrophosphatase (CDS_0036)
PrrC__Ecoprrl (CDS_0035)
29 30 31 32 33 34 37

i%

IMGVR_UViG_3300045988_172720[3300045988|Ga0495776_171357 21916:32371(+)
CDS_0029 pyrophosphatase (CDS_0031)

“|" PrrC_Ecoprrl (CDS_0030)

IMGVR_UViG_3300035657_000075|3300035657|Ga0134395_00571 21916:30160(+)

pyrophosphatase (CDS_0029)
CDS_0027
cbs 0028|  cDs 0030

i%

IMGVR_UViG_3300045988_169450|3300045988|Ga0495776_112838 19931:29065(+)

RNA-binding protein (CDS_0031)
methyltransferase (CDS_0035)
30 | 32 33 34 36

i#

MGV-GENOME-0295576 22889:30740(+)

5000 nt 1

DNA, RNA and nucleotide metabolism other transcription regulation unknown function Defence
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