tail protein (CDS_0025) endolysin (CDS_0031)
24 26 27 28 29 30 | 323334 35 36 37

—
MGV-GENOME-0237574 18903:32261(+)

DNA methyltransferase (CDS_0029)
30 31 32 33 34 35

|
!
|

MGV-GENOME-0227716 19801:32878(+)
29 30 31 3233

—
uvig_246256 19297:30369(+)

DNA methyltransferase (CDS_0034)
primase (CDS_0031)
endolysin (CDS_0026) 32
25 27 28 29 30 Ts3 35 36 37 38 39 40

#
%

—
OTU_2890 17827:36769(+)

BstA abortive infection system (CDS_0030)
endolysin (CDS_0028)
27 29 31 32 33 34 35 36 37

|
b
.

MGV-GENOME-0237242 19259:34755(+)

endolysin (CDS_0028)
27 29 30 31 32 33 34 35 36

|
4

MGV-GENOME-0230811 19254:33475(+

endolysin (CDS_0028)
27 29 30 31 32 33 DarB-like antirestriction (CDS_0034)

i#

—
MGV-GENOME-0233851 18870:34072(+

endolysin (CDS_0028)
27 29 30 &l 32 33 DarB-like antirestriction (CDS_0034)

!4

—
MGV-GENOME-0231631 18873:33640(+,

endolysin (CDS_0027)
26 | 28 29

W
o

31  32terminase small subunit (CDS_0033)

I
uvig_189912 19143:33433(+)
22 27 28 29 30 3132

MGV-GENOME-0215698 18453:30784(+)
CDS_0027

— —
MGV-GENOME-0193526 18119:26841(+)

CDS_0030
CDS_0029 T CDS_0031

uvig 556142 18229:27218(+)

7000 nt 1

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function
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