tRNA nucleotidyltransferase (CDS_0081)
polynucleotide kinase (CDS_0079)
DNA polymerase (CDS_0072)

77 86
74 84187 8991
71 737475 |78 80 828385/ [88[90] 92 9394 95 96 97

uvig_330401 93354:108371(+)

86
L7981 83 85
T75 76 7880] 82 TBAI 87 88

uvig 29594 89726:102705(+)

tRNA nucleotidyltransferase (CDS_0080)
polynucleotide kinase (CDS_0076)
78
75 77 79 81

MGV-GENOME-0368885 89712:102528(+)

endonuclease (CDS_0069)
CDS_0068 CDS_0076
CDS_0066| CDS_0074 CDS_0077

i

MGV-GENOME-0368242 89576:100454(+)

100 104 107
83 homing endonuclease (CDS_ 0096) 102 106
79 81 84 88
69 73T 75 76 77 78] 80 82|85 86 8789909192 93 9495 97 9899\T10 T 108 109

iﬁ

MGV-GENOME-0372204 91232:117502(+)

83 90
81 [g4 19294 96
74 75 76 77 7879 80 [82|]85 86 87 88899193 95 97
MGV-GENOME-0371162 90587:109807(+)
90
84 86 88 [91
81 82 8385 87 [89/[92 93 94959697 98 99 100 101 102

MGV-GENOME-0372043 92638:114959(+)

tRNA nucleotidyltransferase (CDS_0076)
ATP-dependent DNA ligase (CDS_0085)
polynucleotide kinase (CDS_0074)
80 87
73 75 7717 79 81 Ts4 86/ 88 89 90 91 92 97

MGV-GENOME-0369812 88733:105888(+)

tRNA nucleotidyltransferase (CDS_0085)
ATP-dependent DNA ligase (CDS_0095)
polynucleotide kinase (CDS_0081)| RNA ligase (CDS_0089) anaerobic ribonucleoside reductase large subunit (CDS_0102)
endonuclease (CDS_0082) Dda-like helicase (CDS_0100)
83 ‘ 87 90 (93 dUTPase (CDS_0097) HNH endonuclease (CDS_0103)

80 Tea 86| 88 To1/T94 | 961 9899 101 | 104 105
uvig 95075 93854:118468(+)
74 80
7678 81
66 71727375771 79(182. 83
uvig_13576 90085:103375(+)
I 10000 nt 1

DNA, RNA and nucleotide metabolism other unknown function



