DNA methyltransferase (CDS_0025)
CDS_0029
baseplate wedge subunit (CDS_0020) CDS_0028
tail protein (CDS_0022) CDS_0027
CDS_0019  CDS_0021 CDS_0023  CDS 0024| CDS_0026 | | CDS_0030
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MGV-GENOME-0176272 15866:22852(+)
CDS_0024 DNA methyltransferase (CDS_0025)

!

MGV-GENOME-0179420 15907:23222(+)
Arc-like repressor (CDS_0024)

MGV-GENOME-0175206 15905:22589(+)
DNA methyltransferase (CDS_0024)

MGV-GENOME-0174078 16102:22426(+)

CDS_0025
Arc-like repressor (CDS_0024) DNA primase (CDS_0026) DNA methyltransferase (CDS_0027)

MGV-GENOME-0192589 15861:25330(+)
tail protein (CDS_0018) CDS_0023 DNA primase (CDS_0024) DNA methyltransferase (CDS_0025)

MGV-GENOME-0194559 14899:25661(+)
DNA primase (CDS_0024) DNA methyltransferase (CDS_0025)

MGV-GENOME-0185023 15860:24088(+)

single strand DNA binding protein (CDS_0027)
DNA polymerase (CDS_0028) DNA methyltransferase (CDS_0030)
23  exonuclease (CDS_0024) 25 26 DNA primase (CDS_0029)

i?

MGV-GENOME-0209914 14906:28378(+)

single strand DNA binding protein (CDS_0027)
DNA polymerase (CDS_0028) DNA methyltransferase (CDS_0030)
exonuclease (CDS_0024) 25 26 DNA primase (CDS_0029)

i%

MGV-GENOME-0216324 15861:29548(+)

DNA methyltransferase (CDS_0024)
thymidylate synthase (CDS_0027)
CDS_0026 CDS_0028

!%

MGV-GENOME-0180912 16105:23258(+)
5000 nt 1

DNA, RNA and nucleotide metabolism other tail transcription regulation unknown function
|



