
uvig_488913 39491:46026(+)

CDS_0051
CDS_0052

CDS_0053
CDS_0054 CDS_0055

CDS_0056
CDS_0057

CDS_0058

CDS_0059
CDS_0060

CDS_0061

CDS_0062
CDS_0063

CDS_0064 CDS_0065

transcriptional regulator (CDS_0066)
CDS_0067

CDS_0068

IMGVR_UViG_3300045988_126637|3300045988|Ga0495776_187968 35620:41453(+)

CDS_0054
CDS_0055

uvig_367996 51355:58025(+)

CDS_0072
CDS_0073

CDS_0074

CDS_0075 CDS_0080

uvig_367880 31767:38605(+)

44 49
Retron_VI__HTH (CDS_0050)

51 52 53 55 56

MGV-GENOME-0326426 25408:32184(+)

Retron_VI__HTH (CDS_0037)
38 39 40 41

IMGVR_UViG_3300029469_000119|3300029469|Ga0244168_100240|3046-66478 35340:41832(+)

54 55 56 57 58

IMGVR_UViG_3300023489_000064|3300023489|Ga0257030_100261 35514:40282(+)

Retron_VI__HTH (CDS_0052)
CDS_0053 CDS_0056

MGV-GENOME-0334753 29520:34484(+)

Retron_VI__HTH (CDS_0043)
CDS_0044

CDS_0045

IMGVR_UViG_3300023493_000294|3300023493|Ga0257031_100206|8922-77010 4287:9458(+)

Retron_VI__HTH (CDS_0011)
CDS_0012 CDS_0014

MGV-GENOME-0331512 27743:33754(+)

Retron_VI__HTH (CDS_0040)
41 42 43 44 47

uvig_518251 30024:35600(+)

Retron_VI__HTH (CDS_0042)
CDS_0043

CDS_0044

OTU_562 33964:39334(+)

Retron_VI__HTH (CDS_0050)
CDS_0051

MGV-GENOME-0317318 24022:29883(+)

Retron_VI__HTH (CDS_0037)
38 39 40 41

IMGVR_UViG_3300045988_104325|3300045988|Ga0495776_188039 35526:40922(+)

CDS_0053

CDS_0054
CDS_0055

CDS_0056

MGV-GENOME-0316810 24092:29581(+)

Retron_VI__HTH (CDS_0036)
37 38 39 40

MGV-GENOME-0338384 34634:40646(+)

CDS_0050

CDS_0051
CDS_0052

CDS_0053

MGV-GENOME-0331118 29566:35698(+)

Retron_VI__HTH (CDS_0044)
45 46 47 48 51

IMGVR_UViG_3300029558_000219|3300029558|Ga0245036_100344|3026-61892 29405:35418(+)

Retron_VI__HTH (CDS_0042)
43 44 45 46

MGV-GENOME-0329565 29918:35895(+)

Retron_VI__HTH (CDS_0043)
44 45 46 47

uvig_487274 31838:37462(+)

46 47
Retron_VI__HTH (CDS_0051)

52 53 54 55

IMGVR_UViG_3300045988_100881|3300045988|Ga0495776_102130 33506:39627(+)

Retron_VI__HTH (CDS_0048)
49 50 51 52 53

MGV-GENOME-0337635 35269:40562(+)

Retron_VI__HTH (CDS_0051)

CDS_0052
CDS_0053

uvig_399124 39952:46001(+)

56 57 58 59 60 61

IMGVR_UViG_3300029028_000140|3300029028|Ga0169666_100210|7441-68383 32508:38370(+)

Retron_VI__HTH (CDS_0050)
51 52 53 54

MGV-GENOME-0329371 29708:35651(+)

CDS_0044
CDS_0045

CDS_0046
CDS_0047

IMGVR_UViG_3300029092_000276|3300029092|Ga0169182_100163|3-63809 34320:39257(+)

Retron_VI__HTH (CDS_0052)
CDS_0054 CDS_0055

uvig_366377 30971:36133(+)

Retron_VI__HTH (CDS_0043)
CDS_0044

uvig_49320 18598:23692(+)

CDS_0028
CDS_0029

CDS_0030

SRS076976_a1_ct20538_vs1 3888:10126(+)

Retron_VI__HTH (CDS_0011)
12 13 14 15 19

uvig_319664 29758:35519(+)

Retron_VI__HTH (CDS_0042)
CDS_0043

CDS_0044

IMGVR_UViG_3300045988_126748|3300045988|Ga0495776_150449 35544:41613(+)

54 55 56 57 58

MGV-GENOME-4429106 29515:35336(+)

44 45 46 47 48

uvig_466800 53351:59185(+)

67 68 69 70 71

uvig_475140 35139:40973(+)

52 53 54 55 56

uvig_585000 33211:39055(+)

CDS_0052
CDS_0053

CDS_0054
CDS_0055

MGV-GENOME-4425965 22551:28748(+)

29 35 36 37 38 39

OTU_528 35215:41062(+)

50 52 53 54 55 56

IMGVR_UViG_3300045988_099781|3300045988|Ga0495776_156184 31943:37540(+)

47 48 49 50 51

MGV-GENOME-0320919 31074:36774(+)

Retron_VI__HTH (CDS_0043)
45 46 47 48 49

IMGVR_UViG_3300045988_119320|3300045988|Ga0495776_163982 33113:36752(+)

44 45 46 47 48

IMGVR_UViG_3300045988_114656|3300045988|Ga0495776_150472 35084:40984(+)

52 53 54 55 56

IMGVR_UViG_3300045988_094960|3300045988|Ga0495776_169256 30043:35509(+)

CDS_0045
CDS_0046

CDS_0047
CDS_0048

IMGVR_UViG_3300045988_120966|3300045988|Ga0495776_181535 35039:41083(+)

52 53 54 55 transcriptional regulator (CDS_0056)

uvig_398923 37310:43056(+)

CDS_0051
CDS_0052

CDS_0053
transcriptional regulator (CDS_0054)

uvig_133555 35008:40904(+)

CDS_0052
CDS_0053

CDS_0054
transcriptional repressor (CDS_0055)

uvig_297916 24390:30201(+)

CDS_0038
CDS_0039

CDS_0040
transcriptional regulator (CDS_0041)

IMGVR_UViG_3300045988_119803|3300045988|Ga0495776_156304 34581:40976(+)

CDS_0048 CDS_0052
CDS_0053

CDS_0054
transcriptional repressor (CDS_0055)

MGV-GENOME-0313796 22347:27860(+)

CDS_0034
CDS_0035

MGV-GENOME-0327686 28729:35370(+)

42 43 44 45 46 49

uvig_62507 24939:31581(+)

36 37 38 39 40

uvig_17896 17427:24084(+)

28 29 30 31 32

uvig_551201 24081:31310(+)

31 32 33 34 35

uvig_72306 23947:30888(+)

35 36 37 38 39 40

MGV-GENOME-0299233 17883:24524(+)

28 29 30 31 32

MGV-GENOME-0331022 30125:36765(+)

46 47 48 49 50 51 52

IMGVR_UViG_3300029664_000084|3300029664|Ga0245211_100021|176138-242362 5381:11960(+)

CDS_0014
CDS_0015

CDS_0016
transcriptional repressor (CDS_0017)

uvig_222481 17334:22915(+)

CDS_0025
CDS_0026

CDS_0027
transcriptional repressor (CDS_0028)

uvig_329851 40590:47558(+)

59 60 61 62 transcriptional regulator (CDS_0063)

Ma_2019_SRR413624_NODE_209_length_70024_cov_4.107791 40590:47558(+)

57 58 59 60 transcriptional regulator (CDS_0061)

uvig_235894 16029:22995(+)

23 24 25 26 transcriptional repressor (CDS_0027)

IMGVR_UViG_3300029579_000287|3300029579|Ga0244893_100251|25335-88589 33690:39854(+)

49 50 51 52 transcriptional regulator (CDS_0053)

IMGVR_UViG_3300045988_070585|3300045988|Ga0495776_111645 32381:38540(+)

47 48 49 50 transcriptional regulator (CDS_0051)

uvig_290345 32097:38835(+)

CDS_0039
CDS_0040

CDS_0041
Retron_VI__HTH (CDS_0042)

IMGVR_UViG_3300045988_102337|3300045988|Ga0495776_151811 30196:36020(+)

CDS_0045
CDS_0046

CDS_0047
CDS_0048

uvig_329209 27700:33648(+)

CDS_0042
CDS_0043

CDS_0044
CDS_0045

IMGVR_UViG_3300045988_086128|3300045988|Ga0495776_157476 30711:36783(+)

CDS_0045
CDS_0046

CDS_0047
transcriptional repressor (CDS_0048)

IMGVR_UViG_3300045988_109629|3300045988|Ga0495776_140109 35081:40934(+)

CDS_0052
CDS_0053

CDS_0054
CDS_0055

IMGVR_UViG_3300010275_000436|3300010275|Ga0129310_1000285|2-62498 34776:40782(+)

CDS_0052
CDS_0053

CDS_0054
CDS_0055

uvig_154623 26223:32923(+)

CDS_0034
CDS_0035

CDS_0036
CDS_0037

uvig_208400 45289:51290(+)

CDS_0062
CDS_0063

CDS_0064
CDS_0065

IMGVR_UViG_3300045988_114945|3300045988|Ga0495776_121942 35178:41087(+)

CDS_0053
CDS_0054

CDS_0055
CDS_0056

MGV-GENOME-0339371 36224:41732(+)

CDS_0054
CDS_0055

CDS_0056

uvig_240285 22685:29429(+)

CDS_0029
CDS_0030

CDS_0031
CDS_0032

uvig_74413 43764:50424(+)

CDS_0059
CDS_0060

CDS_0061
CDS_0062

IMGVR_UViG_3300029847_000100|3300029847|Ga0245281_100461 34586:40943(+)

CDS_0047 CDS_0048 CDS_0053
CDS_0054

CDS_0055
CDS_0056

MGV-GENOME-0322831 32878:36685(+)

CDS_0046
CDS_0047

CDS_0048
CDS_0049

uvig_330874 36938:42190(+)

CDS_0050 CDS_0052

MGV-GENOME-0322475 23019:30935(+)

30 31 32 33 34 38 39 40 41 42

MGV-GENOME-0320450 22916:31936(+)

34 38 39 40 41 42

MGV-GENOME-0319746 22689:30419(+)

34
Retron_VI__HTH (CDS_0037)

38 39 40 41

3000 nt

other transcription regulation unknown function Defence


