virion structural protein (CDS_0015) MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (CDS_0022)

minor tail‘protein (CDS_0016) 25
tail length tape measure protein (CDS_0014) 17  tail protein (CDS_0018) 19 20 21 24 T26 27 28

23
o EDED— — )— @ HXOAdA

IMGVR_UViG_2695420444_000004|2695420444|2695432353 8294:25545(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NFO33463.1) (CDS_0022)
19 20 21

23
[ DD HEDHD— - —E&K HXAE

IMGVR_UViG_2744054551_000005|2744054551|2744066725 8294:25467(+)

CDS_0019 CDS_0020

[ DD ) KT H30Ed

IMGVR_UViG_2700989473_000003|2700989473|2701079819 8294:20303(+)

MCR-5 family phosphoethanolamine--lipid A transferase (NF033463.1) (CDS_0035)
26 27 28 tail fiber protein (CDS_0031) 32 33 34 36

S I W I, HDED— — —CHKEEETaAd

IMGVR_UViG_2724679146_000008(2724679146|2724712808(2-50107 19944:36773(+)

Rz-like spanin (CDS_0024)

tail length tape measure protein (CDS_0014) holin (CDS_0022) RusA-like Holliday junction resolvase (CDS_0035)
13 15 tail fiber protein (CDS_0020) 21T 23 25 26 27 28 29 30

IMGVR_UViG_2728369599_000014|2728369599|2728461137|381-38278 7863:25124(+)

Rz-like spanin (CDS_0023)
holin (CDS_0021)
tail fiber protein (CDS_0019) ZOT 22 24 25

DD A - OB D—OBaacK

IMGVR _UViG_2554235348 000002|2554235348|2554308881|1233355-1268680 8294:22553(+)
Rz-like spanin (CDS_0023)

holin (CDS_0021)
CDS_0020
tail fiber protein (CDS_0019) | CDS_0022 CDS.0024 CDS_0026 CDS_0027

IMGVR_UViG_2660238659_000016|2660238659|2660331926|25593-64414 13180:25489(+)

MCR-3-related phosphoethanolamine--lipid A transferase (NFO33409.0) (CDS_0026)
CDS_0027

) A R DD DD SN D S G L

IMGVR_UViG_2663763533 000007|2663763533|2663869099|1-39440 13180:26107(+)

site-specific recombination directionality factor RDF (CDS_0043)
FS_HsdR_like_DUF6731 (CDS_0038)
27 28 29 30 31 3233 34 3536 37 39 40 41 42 44

@@ @@@Hy ¢-@E e ATO-@-OD-8aaddE

I
IMGVR_UViG_2568526620_000004|2568526620[2568583397 19944:35688(+)

site-specific recombination directionality factor RDF (CDS_0034)
27 2829 30 31 32 33 [ 35

K AT H HD-@-D—D—-E@Ed@dE

IMGVR_UViG_2880084159_000003|2880084159|2880084193 19944:30869(+)

} 6000 nt i
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