transcriptional regulator (CDS_0030)

baseplate wedge subunit (CDS_0019) Retron_VI_HTH (CDS_0031)
tail protein (CDS_0020) D-lactate dehydrogenase VanH (NFO00492.1) (CDS_0026) Retron_VI_HTH (CDS_0033)
18 | 2122 23 24 25 27 28 29 | 32 | 35 36
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uvig 441963 16183:33053(+)

D-lactate dehydrogenase VanH (NFO00492.1) (CDS_0028)
baseplate hub subunit and tail lysozyme (CDS_0025)
23 24 26 27 29 Retron_VI__HTH (CDS_0034)
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uvig 201735 16207:32495(+)

CDsS_0023
CDS_0024 Retron_VI_HTH (CDS_0029)

MGV-GENOME-0244451 16190:23027(+)
CDS_0023  CDS_0024
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uvig_50363 16184:23607(+)
CDS_0023 CDS_0024 CDS_0025
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uvig_177610 16190:25486(+)

CDS_0024
CDS_0023 | CDS_0025 CDS_0026

uvig 53346 16194:25232(+)

LigA (VF1220) (CDS_0024)
23 25 26 27

uvig_61600 16190:28633(+)

transcriptional regulator (CDS_0027) anti-repressor Ant (CDS_0033) Retron_VI_HTH (CDS_0041)
23 24 25 26 28 29 30 31 32 34 3738
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uvig 40721 16189:34656(+)

DNA primase/helicase (CDS_0029)
28 MADS_mad1 (CDS_0031)
23 24 252627 30 32 33 34

\
|
\
]

uvig_203610 16173:29519(+)
23 24 25 26 27 28 29

uvig 279110 16220:28179(+)
CDS_0023 CDS_0024

uvig 137418 16181:24824(+)
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