
IMGVR_UViG_3300045988_093239|3300045988|Ga0495776_012866 26042:36825(+)

CDS_0026

CDS_0027
CDS_0028

CDS_0029
CDS_0030

CDS_0031
CDS_0032

CDS_0033

phosphoadenosine phosphosulfate reductase (CDS_0034)
DNA methyltransferase (CDS_0035)

CDS_0036
CDS_0037

CDS_0038

CDS_0039

CDS_0040
CDS_0041

CDS_0042 CDS_0043 CDS_0044 CDS_0045

IMGVR_UViG_3300045988_062262|3300045988|Ga0495776_132494 26042:36706(+)

CDS_0031 CDS_0034
DNA methyltransferase (CDS_0035)

CDS_0036 CDS_0037

IMGVR_UViG_3300029715_000022|3300029715|Ga0245215_1000648 25654:34355(+)

CDS_0032 CDS_0033

MGV-GENOME-0288658 24308:33986(+)

CDS_0027 CDS_0029 CDS_0030
CDS_0031

CDS_0032 CDS_0036 CDS_0038

Kang_0001_ST003_A_NODE_3_length_44543_cov_2421.561814 25481:32413(+)

27 30
DNA methyltransferase (CDS_0031)

32 33 34

uvig_570942 25252:35297(+)

CDS_0032
DNA methyltransferase (CDS_0033)

CDS_0034 CDS_0040 CDS_0041

MGV-GENOME-0289283 25252:35744(+)

CDS_0032
DNA methyltransferase (CDS_0033)

CDS_0034

MGV-GENOME-0289434 25197:31334(+)

CDS_0032
DNA methyltransferase (CDS_0033)

CDS_0034

IMGVR_UViG_3300045988_022639|3300045988|Ga0495776_012717 25300:32191(+)

CDS_0023 CDS_0028

CDS_0029
CDS_0030

CDS_0031 CDS_0033
DNA methyltransferase (CDS_0034)

CDS_0035

IMGVR_UViG_3300045988_078365|3300045988|Ga0495776_014131 26153:32441(+)

CDS_0030
CDS_0031

CDS_0032 CDS_0033 CDS_0035 CDS_0036

IMGVR_UViG_3300029675_000020|3300029675|Ga0245254_100439 25942:32312(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

IMGVR_UViG_3300045988_088066|3300045988|Ga0495776_020428 24263:31628(+)

CDS_0027
CDS_0028

CDS_0029 CDS_0030 CDS_0032 CDS_0033

MGV-GENOME-0257760 24013:31037(+)

CDS_0026
CDS_0027

CDS_0028 CDS_0030 DNA methyltransferase (CDS_0031)

MGV-GENOME-0284004 24983:32726(+)

CDS_0027
CDS_0028

CDS_0029 CDS_0030 CDS_0034 CDS_0035 CDS_0036

MGV-GENOME-0292395 26908:36427(+)

CDS_0033 CDS_0035 CDS_0036 CDS_0042

IMGVR_UViG_3300045988_054167|3300045988|Ga0495776_020815 26264:35176(+)

CDS_0033 CDS_0034 CDS_0040

MGV-GENOME-0279719 23708:32879(+)

CDS_0030 CDS_0031 CDS_0035

IMGVR_UViG_3300045988_121505|3300045988|Ga0495776_014120 27025:36411(+)

CDS_0036
CDS_0037

CDS_0038

IMGVR_UViG_3300045988_048725|3300045988|Ga0495776_187740 25637:34139(+)

CDS_0033
CDS_0034 CDS_0035

MGV-GENOME-0290739 25491:36052(+)

31 32
Druantia_II__DruM (CDS_0033)

34 35 36 37

MGV-GENOME-0284161 25394:34604(+)

31 32 33 34 35

uvig_295430 25234:35314(+)

32 33
Druantia_II__DruM (CDS_0034)

35 36 37 38 39

MGV-GENOME-0291692 25096:36036(+)

27 28 29 30 31
Druantia_II__DruM (CDS_0032)

33 34 35

uvig_188305 25942:36683(+)

DNA methyltransferase (CDS_0032)
DNA methyltransferase (CDS_0033)

34 35 36 37 38 39

IMGVR_UViG_3300029722_000014|3300029722|Ga0245188_100364 26036:36722(+)

32 33 34 35 36 37 38 39

uvig_574005 25869:35771(+)

33 34 35 36 37

IMGVR_UViG_3300045988_033226|3300045988|Ga0495776_020497 24811:35333(+)

26 27
DNA methyltransferase (CDS_0030)

31 32 33 34 35 39

uvig_149945 25565:35266(+)

31 32 33 34 35 36 37

SRS150029_a1_ct7454 24969:34919(+)

30 31 32
radical SAM domain protein (CDS_0033)

34 35 36 37 43

IMGVR_UViG_3300045988_103537|3300045988|Ga0495776_019375 25082:35407(+)

32 33 34 35 36 37 40 41 44

IMGVR_UViG_3300045988_043033|3300045988|Ga0495776_093211 25603:36164(+)

28 29 30 31
DNA methyltransferase (CDS_0032)

33 34

SAMEA2737724_a1_ct17457_vs1 29810:40878(+)

35 36 37
Druantia_II__DruM (CDS_0038)

39 40 41

IMGVR_UViG_3300014542_000002|3300014542|Ga0134454_100176 25666:35833(+)

26 32
radical SAM domain protein (CDS_0033)

34 35 36

IMGVR_UViG_3300014787_000004|3300014787|Ga0134384_1000212 26100:35842(+)

32
radical SAM domain protein (CDS_0033)

34 35 36

uvig_554331 25413:35397(+)

30 31 32 33 34

Han_2018_ERR1398098_NODE_446_length_43950_cov_45.846201 25423:35989(+)

32 33
DNA methyltransferase (CDS_0034)

35 36

MGV-GENOME-0288561 25206:35772(+)

31 32
DNA methyltransferase (CDS_0033)

34 35

IMGVR_UViG_3300045988_021328|3300045988|Ga0495776_055640 26495:35461(+)

CDS_0032

CDS_0033
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_050596|3300045988|Ga0495776_132476 25905:34822(+)

CDS_0031 CDS_0032

uvig_193902 25780:33777(+)

CDS_0027 CDS_0028 CDS_0029 CDS_0030

MGV-GENOME-0291269 26099:35450(+)

CDS_0032
CDS_0033

CDS_0034

uvig_196868 25864:35239(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0291241 25864:35444(+)

CDS_0028 CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0292286 24613:34419(+)

28 29 30 31 32 33 34 35

uvig_193615 24919:34215(+)

CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0287796 24188:30702(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

uvig_365403 24523:33503(+)

CDS_0029 CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0288248 25194:35704(+)

CDS_0029 CDS_0033
DNA methyltransferase (CDS_0034)

CDS_0035

IMGVR_UViG_3300045988_051556|3300045988|Ga0495776_112459 25346:34714(+)

CDS_0033 CDS_0034

SAMN09781741_a1_ct9519 26605:35735(+)

Druantia_II__DruM (CDS_0032) CDS_0033 CDS_0039

MGV-GENOME-0298630 25759:36728(+)

33 34 35 36 37 38 39

MGV-GENOME-0284856 22453:32909(+)

26 27 28 29 30 31

MGV-GENOME-0289848 25665:36073(+)

Druantia_II__DruM (CDS_0031) 32 33 34 35 36

uvig_202181 26169:35884(+)

phosphoadenosine phosphosulfate reductase (CDS_0031) 32
nucleoside triphosphate pyrophosphohydrolase (CDS_0033)

34 35 36

SAMN05414973_a1_ct10808 25678:36399(+)

32 33 34 35 36

IMGVR_UViG_3300045988_017498|3300045988|Ga0495776_094673 25741:36462(+)

32 33 34 35 36

MGV-GENOME-0288270 25740:36801(+)

27 32 33 34 35 36

IMGVR_UViG_3300045988_039547|3300045988|Ga0495776_020657 25740:36801(+)

32 33 34 35 36

IMGVR_UViG_3300045988_023542|3300045988|Ga0495776_012792 26703:36409(+)

29 33
Druantia_II__DruM (CDS_0034)

35 36 37

IMGVR_UViG_3300014039_000008|3300014039|Ga0116646_1000196 25849:34731(+)

28 29 30 31
radical SAM domain protein (CDS_0032)

33 34

MGV-GENOME-0285686 25872:31645(+)

CDS_0028 CDS_0029 CDS_0031 CDS_0032 CDS_0033

IMGVR_UViG_3300045988_039629|3300045988|Ga0495776_055859 25872:31645(+)

CDS_0028 CDS_0029

uvig_296800 25872:31714(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0034

MGV-GENOME-0278024 24990:30994(+)

CDS_0028 CDS_0031 CDS_0033

IMGVR_UViG_3300029415_000005|3300029415|Ga0243378_1000522 24925:34892(+)

29 30
DISARM_2__drmMII (CDS_0031)

32 33 35

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function Defence


