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42
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transcriptional repressor (CDS_0046)
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transcriptional repressor (CDS_0054)
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CDS_0037
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transcriptional repressor (CDS_0042)
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transcriptional repressor (CDS_0042)
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integrase (CDS_0041)
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integrase (CDS_0043)
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transcriptional repressor (CDS_0045)
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transcriptional regulator (CDS_0044)
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serine racemase VanT catalytic subunit (NF033131.1) (CDS_0048)

translation elongation factor (CDS_0049)
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transcriptional repressor (CDS_0053)
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multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0046)
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Lysine synthesis (VF0815) (CDS_0049)
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transcriptional repressor (CDS_0067)
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Retron_VI__HTH (CDS_0039)
40 4142

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0043)

44 45 46

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0047)
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