Cl-like repressor (CDS_0026)

DNA polymerase (CDS_0023) DNA polymerase (CDS_0030)
integrase (CDS_0021) CDS_0024 CDS_0027 CDS_0031 exonuclease (CDS_0033)
integrase (CDS_0020) CDS_0022 CD5.0025 | CDS.0028  CDS 0029 CDS_0032

KKK |

SRS019170_a1 ct41590_vsO1 18891:32002(+)

CDS_0026  CDS_0027

[ )| X {7 KKK |

MGV-GENOME-0276680 18825:30631(+)

CDS.0035  CDS_0036 CDS_0037
T KIKETH H a — X KK l
MGV-GENOME-0312353 27547:40170(+)
CDS_0025
CDS_0026 Druantia_ll__DruM (CDS_0031) restriction endonuclease (CDS_0033)
CDS_0024| | CDS 0027 CDS_0032 CDS_0034
[ L XK K | ) X X KKK {

IMGVR_UViG_2551306224 000008|2551306224|2551365932(21287-71005 21193:37112(+)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0029)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0028)
restriction endonuclease (CDS_0031)

23 30 32

) A K KKCH A ) ) X X KK

e
IMGVR_UViG_2515154108_000001|2515154108|2515163177|14993-65085 18893:37936(+)

Lamassu-Fam__ LmuC_acc_hypothetical (CDS_0035)
Lamassu-Fam_ LmuB_SMC_Mrr (CDS_0034)
32 33 ‘ Lamassu-Fam__LmuA_effector_hypothetical (CDS_0036)

€ KKH A K K HTX KKK l

TemPhD_cluster_58276 28097:41530(+)

Lamassu-Fam_ LmuC_acc_hypothetical (CDS_0031)
Lamassu-Fam__ LmuB_SMC_Mrr (CDS_0030)
28 29 \ Lamassu-Fam__ LmuA _effector_hypothetical (CDS_0032)

) A K KKCH K L N o IO KK l

IMGVR_UViG_2619619225_000003|2619619225|2619680457|10688-58453 18514:36788(+)

CDS_0031
Druantia_ll_DruM (CDS_0030) CDS_0032 CDS_0033

T HKEH @@ EHEED—EK KKK l

—
IMGVR_UViG_2703718611_000001|2703718611]2703719093|39646-91932 26670:39041(+)
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