
TemPhD_cluster_9459 14131:24444(+)

baseplate hub (CDS_0017)
CDS_0018

baseplate wedge subunit (CDS_0019)

baseplate protein (CDS_0020)
baseplate wedge subunit (CDS_0021)

tail fiber protein (CDS_0022)
tail fiber assembly protein (CDS_0023)

CDS_0024 CDS_0025

toxin-antitoxin system HicB-like (CDS_0026)

CDS_0027
CDS_0028

CDS_0029

TemPhD_cluster_40967 14206:24877(+)

tail fiber protein (CDS_0022)
tail fiber assembly protein (CDS_0023)

O-acetyltransferase (CDS_0024)

TemPhD_cluster_60238 14224:24662(+)

CDS_0022 CDS_0023
CDS_0024

CDS_0025

TemPhD_cluster_35637_ 14135:25504(+)

tail fiber protein (CDS_0022)
tail fiber assembly (CDS_0023)

O-antigen acetylase (CDS_0024)

TemPhD_cluster_23384 14117:24685(+)

long tail fiber protein distal subunit (CDS_0022)
tail fiber assembly (CDS_0023)

CDS_0024 CDS_0028

IMGVR_UViG_3300006946_000002|3300006946|Ga0079104_1000477 14240:26506(+)

tail fiber protein (CDS_0022)
tail fiber assembly (CDS_0023)

O-antigen acetylase (CDS_0024) toxin (CDS_0026)

toxin-antitoxin system HicB-like (CDS_0027)
CDS_0031

CDS_0032

TemPhD_cluster_60241 16385:27019(+)

CDS_0022 CDS_0023
CDS_0024

CDS_0028 CDS_0033
CDS_0034

CDS_0035

CDS_0036

TemPhD_cluster_40889 16355:27376(+)

CDS_0028 CDS_0032

4000 nt

moron, auxiliary metabolic gene and host takeover other tail unknown function


