
IMGVR_UViG_3300008269_000180|3300008269|Ga0114154_100225|280-41302 20460:26952(+)
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CDS_0026

CDS_0027
CDS_0028 CDS_0029 CDS_0030 CDS_0031 CDS_0032 CDS_0033 kinase (CDS_0034)

phosphofructokinase (CDS_0035)
CDS_0036

CDS_0037

IMGVR_UViG_2124908014_000060|2124908014|pt300_5760305 20460:25999(+)

CDS_0030
CDS_0031

SRS019126_a1_ct137657_vs01 20460:27948(+)

CDS_0030 CDS_0031 CDS_0032 CDS_0033

IMGVR_UViG_3300045988_105821|3300045988|Ga0495776_179818 19558:27428(+)

CDS_0031
CDS_0032

CDS_0033 CDS_0037
CDS_0038

CDS_0039

MGV-GENOME-0309492 19558:26738(+)

CDS_0031 CDS_0032

MGV-GENOME-0307963 18404:26123(+)

CDS_0028 CDS_0029 CDS_0032
DNA methyltransferase (CDS_0033)

DNA methyltransferase (CDS_0034)

CDS_0036

3000 nt

other unknown function


