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AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0030)
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IMGVR_UViG_3300045988_184386|3300045988|Ga0495776_160880|5625-35268 17418:28845(+)
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MGV-GENOME-0234018 17134:30219(+)
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Adherence; porin (VF0713) (CDS_0029)
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Hemolysin HlyA (VF0646) (CDS_0035)
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IMGVR_UViG_3300045988_156893|3300045988|Ga0495776_167953 17134:35385(+)
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35 36 37

MGV-GENOME-0244954 17134:32932(+)
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MGV-GENOME-0311956 16291:36678(+)
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MGV-GENOME-0290939 16291:32858(+)
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27 28 29 30
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IMGVR_UViG_3300045988_033169|3300045988|Ga0495776_183660 17134:29091(+)
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IMGVR_UViG_3300014512_000041|3300014512|Ga0169879_10001|454056-484677 17173:29345(+)

25
Hemolysin HlyA (VF0646) (CDS_0026)

27 28 29
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CDS_0026CDS_0027

IMGVR_UViG_3300045988_036277|3300045988|Ga0495776_166471 16414:28490(+)
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IMGVR_UViG_3300008260_000355|3300008260|Ga0114292_100239|25840-53020 17631:26650(+)
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