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IMGVR_UViG_2841273300_000006|2841273300/2841273300|2596474-2626204 17173:28454(+)

CDS_0030
CDS_0025 T CDS_0032
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MGV-GENOME-0203510 17289:25818(+)

Kiwa__KwaA (CDS_0033)
Kiwa__KwaB_2 (CDS_0032)
2526 2728 29 3031 34 35 36

MGV-GENOME-0347023 17134:33521(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0030)

Thoeris__ThsB_Global (CDS_0027)
25 26 28 29 AbiD_AbiD (CDS_0031)
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IMGVR_UViG_3300045988_153891|3300045988|Ga0495776_174005 17171:31799(+)

DNA binding protein (CDS_0026)
CDS_0025 | CDS_0027 CDS_0029 CDS_0037

IMGVR_UViG_3300045988_184386|3300045988|Ga0495776_160880[5625-35268 17418:28845(+)
CDsS_0027
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IMGVR_UViG_2873698837_000005|2873698837|2873698848|138517-166780 17589:27465(+)
CDS_0026 CDS_0029

MGV-GENOME-0251950 17342:27862(+)
CDS_0028

i

IMGVR_UViG_3300029204_000196|3300029204|Ga0168686_100023]168983-197506 18218:26836(+)

CDS.0027
uvig 144757 18218:25069(+)
CDS_0027CDS_0028 CDS_0035
ivig 933 17132:24186(+)
CDS.0025
MGV-GENOME-0202047 17134:24190(+)
CDS_0025 CDS_0027
CDS_0026 CDS.0028 CDS_0030

MGV-GENOME-0310649 17699:29209(+)

Hemolysin HIyA (VF0646) (CDS_0026)
25 27 28 29 31
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IMGVR_UViG_3300045988_036145|3300045988|Ga0495776_164886 17133:27921(+)

Hemolysin HlyA (VF0646) (CDS_0025)
CDS_0026
CDS_0027CDS 0028
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MGV-GENOME-0233522 17134:27608(+)

CDS_0027
cbs_0028
CDS 0026 | |~ CDS.0029

MGV-GENOME-0324126 17012:27932(+)
CDS_0025

MGV-GENOME-0201808 17303:25627(+)
25  helicase (CDS_0026) 27 28 29

uvig_284553 17134:31772(+)

CDS_0026
helicase (CDS_0025) CDS_0027 CDS_0028

MGV-GENOME-0234018 17134:30219(+)

DNA binding protein (CDS_0026)
Adherence; porin (VFO713) (CDS_0029) Hemolysin HIyA (VF0646) (CDS_0035)
25 27 28 30 31 32 33 34 36 37
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ivig_2352 17305:40602(+)

Hemolysin HIyA (VF0646) (CDS_0031)
27 Adherence; porin (VF0713) (CDS_0029)
25 26] 28 30 3233 34
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IMGVR_UViG_3300045988_156893|3300045988|Ga0495776_167953 17134:35385(+)

Purine synthesis (VF0811) (CDS_0029)
27 Hemolysin HlyA (VF0646) (CDS_0034)
25 ZQT 28 30 31 32 33 3536 37
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MGV-GENOME-0307184 17134:34668(+)

Purine synthesis (VF0811) (CDS_0027)
DNA binding protein (CDS_0026)
‘ Hemolysin HIyA (VF0646) (CDS_0032)
25 28 29 30 31 3334 35
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MGV-GENOME-0244954 17134:32932(+)

Purine synthesis (VF0811) (CDS_0030)
27 Hemolysin HIyA (VF0646) (CDS_0035)
19 23 25 ZQT 28 29 31 32 33 34 36 37 38
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MGV-GENOME-0311956 16291:36678(+)

DNA binding protein (CDS_0026)
Hemolysin HIyA (VF0646) (CDS_0030)
25 27 28 29 31 32
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MGV-GENOME-0290939 16291:32858(+)

DNA binding protein (CDS_0026)
Hemolysin HIyA (VF0646) (CDS_0031)
25 27 28 29 30 3233 34
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MGV-GENOME-0288475 17289:33840(+)

27 Hemolysin HyA (VF0646) (CDS_0031)
25 26] 28 29 30 3233 34

MGV-GENOME-0312892 17134:33653(+)

Hemolysin HlyA (VF0646) (CDS_0026)
25 27 28 29
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MGV-GENOME-0322378 17134:29091(+)

Hemolysin HIyA (VF0646) (CDS_0026)
25 27 28 29
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IMGVR_UViG_3300045988_033169|3300045988|Ga0495776_183660 17134:29091(+)

Hemolysin HIyA (VF0646) (CDS_0026)
25 27 28 29
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IMGVR_UViG_3300014512_000041|3300014512|Ga0169879_10001[454056-484677 17173:29345(+)

Hemolysin HIyA (VF0646) (CDS_0026)
CDS_0025 CDS_0027CDS_0028

MGV-GENOME-0300054 17289:29363(+)

Hemolysin HiyA (VF0646) (CDS_0024)
CDS_0025
CDS_0026CDS_0027
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IMGVR_UViG_3300045988_025505|3300045988|Ga0495776_175400 16414:28802(+)

DNA binding protein (CDS_0025)
CD5_0026
CDS_0024 | | CDS_0027

IMGVR_UViG_3300045988_036277|3300045988|Ga0495776_166471 16414:28490(+)

CDS_0025
CDS_0024 | CDS_0026

IMGVR_UViG_3300045988_034732|3300045988|Ga0495776_147921 16414:28183(+)

CDS_0028
CDS_0027 | CDS_0029

IMGVR_UViG_3300045988_080488|3300045988|Ga0495776_157230 17248:27748(+)

27 Adherence; porin (VF0713) (CDS_0029)
25 26] 28 30 31 32 33 34 35

IMGVR_UViG_3300045988_139777|3300045988|Ga0495776_169241 17134:37603(+)

27 Adherence; porin (VF0713) (CDS_0029)
25 ZQT 28 30 31 32 33 34 35 38

MGV-GENOME-0318120 17173:39100(+)

DNA binding protein (CDS_0026)
Adherence; porin (VF0713) (CDS_0029) 32
25 27 28 30 31 ]33
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uvig 10846 17265:32838(+)

CDS_0026
CDS_0025  CDS_0029

IMGVR_UViG_7000000297_000291|7000000297|SRS056259_LANL scaffold_35020|316-29326 17631:28480(+)
CDS_0025 CDS_0028

i

IMGVR_UViG_3300008260_000355|3300008260|Ga0114292_100239]25840-53020 17631:26650(+)

CDS 0033
CDS_0026  CDS_0029 CDS_0032

MGV-GENOME-0256529 17631:29124(+)
€DS.0029

IMGVR_UViG_648861002_000003|648861002|648861174|446527-475998 17631:28941(+)

CDS_0023
€DS_0024 CDS_0029

IMGVR_UViG_3300045988_037945|3300045988|Ga0495776_186075 17631:28071(+)
CDS_0027

i

IMGVR_UViG_3300045988_037939|3300045988|Ga0495776_175186 17631:27573(+)

CDS_0019
CDs_ 0020
CDS_0018 | CDS.0021 CDS_0024 CDS_0025

IMGVR_UViG_3300029703_000261|3300029703|Ga0245234_100188(82400-110018 14913:26342(+)
CDS_0025 CDS_0026

IMGVR_UViG_7000000441_000252|700000044 1|SRS015794_Baylor_scaffold_24724|3785-31940 17173:26879(+)
CDS_0025

ivig_991 171783:24756(+)
CDS_0025 CDS_0026 CDS_0027

MGV-GENOME-0284250 17136:28952(+)
CDS_0025 CDS_0026 CDS_0027

IMGVR_UViG_2857934698_000003|2857934698|2857934731|236861-266111 17173:27974(+)

Hemolysin HlyA (VF0646) (CDS_0027)
25 26 28 29 30 31
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uvig_96883 17173:30116(+)

CDS_0025
|7 CDS.0026 CDS_0027

CDS_0031 CDS_0032

MGV-GENOME-0250525 17173:27946(+)

anti-RM (APIS072) (CDS_0031)
25 26 27 28 29 30 | helicase (CDS_0032) 33 34 35

IMGVR_UViG_3300029470_000200|3300029470|Ga0244172_100296[3-39120 17134:36782(+)
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